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c-Myc % LINCO1578 55 ma) L1 Jlr iR 4 1 g QA 1) S 95 A0 52

U = e 11 S R <3 R
(' ZBEHRFoOBEESR, . 230032;° o ERRFRZEE .8 2hE, 40 230032)

WE BH WCKEEIRSS RNA LINCOIST8 SEURFL SN o-Mye MTHTEICER -1 LINCOIST8 Xf 1 ff @ipR 46 i i ( OS-
CO) UM R . ik 7E OSCC 4l R CAL27 Hfik c-Myc, i eyl i P PP R S 5E i 1 A2 e-Mye JE PRI
HedE Ay RNA——LINCO1578,, fifi i qRT-PCR ;i c-Myc Fl LINCO1578 #£ OSCC £HZH K Higms 55 H AP RB XL R, &
CAL27 HN6 4ifirhid ik c-Myc s fik c-Myc, {# ] qRT-PCR £3il] LINCO1578 (94RO , Sl 5 P45 AR 15— 2. AL
JCR MR BB IE c-Mye 5 LINCOIST8 Ji5 8l 7 #9455 11 il o Seahorse | ATP Az j A1 7L R AR B 52 30 4R 0F e-Mye 38 1
LINCO1578 %f OSCC Mt i i, voBeIE s S kil OSCC 2R R IMAAE /1, &R qRT-PCR 45 R c-Myc Al
LINCO1578 7 OSCC L itk W] ik i TS 4 ZL(1 P <0.05) ,Jf H. c-Mye IE[a]375 LINCO1578 [y#ik. SMy45R—
B, FRGK e-Mye B3 i LINCO1S78 (P <0.001) ; #fik c-Myc B F il LINCO1578 /KF-(P <0.000 1), XL FK il i 5k
H R c-Myc A4 [ 845 LINCO1578 , c-Myc A] DL%% %18 38 LINCO1578 (P < 0.001) , Seahorse 5251 B c-Myc J# 2 8 4%
LINCO1578 fi¢ ik OSCC WHPEf# (¥ P <0.05) . FEpEiE st oh M, i ik LINCO1578 I {i¢ #F OSCC 4 it 3% %% , 1M it %

LINCO1S78 ATl OSCC AMIBHIAL. i o-Mye ML L8 LINCOISTS WA OSCC i HFRER., (2 UEAU LS.
SRR BRI s c-Myc; LINCOISTS ;i BRIEE s ADML AL

hESES R 739.86
XHERER A XEHS 1000 —1492(2025)12 - 2281 - 08
doi:10. 19405/j. cnki. issn1000 — 1492, 2025. 12. 011

I Wk 241 i 958 ( oral squamous cell carcinoma,
OSCC) 2 DAY Sk SARIEEAE , oi A BRI AE SE T AN %L
3% ~10% , HAKMHE, 5 LA DL %, S
SEAEAFRLN 54% o OSCC RS RS M
ARG, 3 26 PR 2% 25 10 UK 4 Jif PN B 5 AR 38 st
B T R S LR S BB IR T S ek A
7RI RO

c-Mye A2y — Tl S 1Y) D g 5 P, 708 1 i 7R
R R b AR 2 Y E BURSR S E T . X2
W S I 45 K% A i J B T 4 R A A
TR LA B 2 W3 AL I A 5 2o A Sl - Mye
TEZ MR it 3k, JUHAE OSCC v 52 e 41 Jfd 184
FEANPT" o e-Mye jeb 32k sl S0 42 35 m] i 4
JHLJE I AR X AE R L Lo B O HL S AR
FHHIAR RIS H M . KAEEESS RNA il i

2025 -08 - 07 2%

RRTH  E K B ARR IS FIUH ( i :31970677) s LA B
SRR B IUH (45 :2308085Y23)

YEF TR ARG, 2 R A
KAWL B, @R, W AT 0, 8 AE AR A, E-mail
95640021@ qq. com;
ZR) FH 55, AR W A 0, EAF AR, E-mail : hixian-
gyang@ 163. com

SRR R 8 i S B 1 0T AR S e A B
T TEVF 29800 Th S8 2638, AT RECH OSCC 13RYT
# 4ngE OSCC 1, SNHGI6 5 c-Mye 1EAHX,
H EJEfERE OSCC i) ;1 7 I IncRNA HOTTIP ]
W OSCC pys ER AR ET . % s
T CAL27 ZMIHH AR o-Mye |, 455 il il s HoR
RINAZ c-Mye IEJHFER) LINCO1578 Rik 2 7 i 3,
HE— B HAE OSCC 4l g FZi 23 FE T, 43
Br c-Mye 5 LINCO1578 #£ OSCC 4 fifg v i i 5 56
R BRI RS2, LB E T35 AR YT OSCC Y
oy TR

1 #MR5ETE

1.1 #8t

1.1.1 &HxassR AURIAN 10 T4 28
FEAR G T 2 U R 22 55— B i 1 [ 11 Js it g 471
BFFEARAPUIBRR) OSCC LS HIm 5714, frf /&
HES ST R332 07 84k yT , O Bl
MR A FINZ . TA B T ARUIBR A LA
BT B E AGRAEE N, UL B 2 R AT
TRAF o ASWF I AE AT B UG IR B 64T R AR I
&R, HE R LBIER - MR 10 BE B e B2
o3 L AE (HEfES : K2024008 ) , £F 5 4H A HE 7L M
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F1 BUK RNA 595|917 31
Tab.1 The primer sequence of the knockdown RNA

Name Sequences(5 '-3")

plko. 1-shLINCO1578-1

F:CCGGGCGCTCGGACCCGGTGACTCTCGAGAGAGTCCGAGCGCGTTTTTG

R:AATTCAAAAAGCGCTCGGACCCGGTGACTCTCGCGAGAGAGTTCACCGGGTCCGAGCGC

plko. 1-shLINCO1578-2

F:CCGGCGGTGACTTAAGAGATTAACTCGAGTTAATCTCTTAAGTCACCGTTTTTG

R:AATTCAAAAACGGTGACTTAAGAGATATACTCGAGTTAATCTCTTAAGTCACC

L1.2 =240 AIRIGRE41E(293T) A 0SCC
2 (HN6 \CAL27) | A I I A JROE A0 g ( HOK) |
KGR DHS o PRAF T2 AR B2 7 Bt 11 s I o 52
I, 18 %% B 1 3% T KL pGag. pRev, pVsvg,
pMD2. G .psPAX2, c-Mye 3 34 JFURE | c-Mye mffiK i
B, X 2R B S5 Y pGL3 -basic JFURL
renilla J5TRE 1S B 22308 1 B 1 9 T 0 S 00 2 4
fit o T FEIE TR pedh-lne-OE ( LINCO1578 over-ex-
pression ) . i % 5 BL shLINCO1578-1 ., shLINC01578-
2, LINCO1578 5 A= Y Jfi }7 ( pGL3-LINCO1578-WT)
%A% 71 fFkr ( pGL3-LINCO1578-Mut ) ¥ iy 2E T4
P TARE( L) B A PR A AR 5 . DMEM 5
R (4842319005227 ) W [ 4 77 4% A4 0 B R
AR, a4 M (5252 AS11-001) Ity B X AR
P ARA R T, 0. 25% e 1l (555 : C100C1)
W A HFER YR IRA R, G - R R (85
€0222) My B i ZRAYBARAF R A, gl
5| lipofectamine2000 ( $55-: 11668027 ) 4 H 2 [H In-
vitrogen 23 H ,qRT-PCR AH5G1a) : ROX ekl (155
AG11710) .SYBR Green Pro Taq HS Tiijig £ qPCR i
FE (5 AGL1T701) Il A SR A= ) TR A PR
Gi

1.2 7%

L2.1 @i fHEA 10% 45 i A 1%
- HEE R B SR DMEM B 97 L% HN6 | CAL27
DS 293T Z0f it A7 ML 3%, & T 5% €O, .37 C
Biesah . AL G kR 80% i HEAT AN, 1%
R 0. 25% BEAE AR T 1L .

1.2.2 BmFEOELEH L CAL2T/HNG @i M
UCSC %4l P v A 4% LINCO1578 [y L [F 41, AR 4%
plko. 1-puro Z A i I B ZE 4R AE BT shRNA oli-
gos , ARAFY WG )G , K HAdi A pLKO. 1-puro #fA
[ EcoR T 1 Age T BEVIALAL, MU AR BURL , iy
#57 plko. 1-shLINCO01578-1 , plko. 1-shLINCO1578-
2. BEJG B H 2 B UK BORE (plko.  1-shLINC) 18
MR 2E TR (pGag .pRev Fll pVsvg) #5202 :2 1

10 L 9 A2 e 293 4, 293 40 M F5c ) 16 TG IfiL 175
DMEM 355 rhd5 % 5557 8 h J5 W 3G R 5L 40l
A 10% JR 4 MG 19 1E % DMEM Ki 373k, 36 h J5
Wt EE L5 W, 38 i 0.45 pum PVDF 8 #5408
Bt uE 5 1Y LT W A E N 60% ~ 70% 1y
CAL27/HNG 4iififl, in A5 F 5 WA R R 15 7 4
PRSI TN TR e, A e Uk B R T x 107°
mol/L, AfI7ES 5% CO, 1Y 37 CREFRAH T
48 h, BlJ5 AL N 1 x 10 ~° mol/L FIEMS R
AT 7 ~ 14 d [9FfiE, shRNA JpFIILE 1,

1.2.3 qRT-PCR #m Y544 48 h J5 A OSCC
M4 5 0 (Y4 + c-Myc , she-Myc | shLINCO1578-
1 .shLINCO1578-2 K HA X} HE4H ) , R F TRIzol 742
HA5 AN B RNA 50355 S A4 i cDNA 54 . ¢<DNA
BEUIRTE - 20 CORFEF . PCR BNl 5 20 pl
RIRAY, K B 5147 0.4 pL, 514 0. 4
pL,2 x SYBR Green 10. 0 wL,ROX 34k} 0. 4 pL,cD-
NA 4% 2.0 pL, TR ZM7K 6.8 pL. {7 PCR 3~
HRZAEUE 95 CHIIRASYE 2 min, R )5 95 CAE
55,60 CIBA 155,72 CHEK 20 s, RILEHIG
FREU A 41 45 5, DL Bactin fE R 4 TN &, R
27T AT HL 45 41 LINCO1578 (i 3 ik 7k
o BARG IR HI L 2,

®2 IHEERAEHERNESIHYFT
Tab.2 Primer sequences for real-time quantitative

polymerase chain reaction

Name Sequences (5'-3")
LINCO1578 F. GCTCGGACCCGGTGACTTA
R: CTCTTCAAGCTGACTGGGTG
c-Mye F: AGGAGCAGCAGAGAAAGGGAGAG
R: AGAGAGCCGCATGAATTAACTACGC
B-actin F. CTCCATCCTGGCCTCGCTGT
R: GCTGTCACCTTCACCGTTCC
1.2.4 RRAFHRE LB KU A A

pGL3-LINCO1578-WT #il % 7% %! pGL3-LINCO1578-
Mut S HA% [ 19 c-Mye X IR ICHE S, 48 h )5, 1E
TAFEAFIA 100 WL 411U ZE 0P, VK 234
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5 min , KRB AL BB EP &b, 12 000 1/min
B0 2 min, UE B 8 Promega ZEGHS I #%
e F2OE (10 ) o 78 20 pl EVEW A 10
pL ZOCRMHIRY), FEIR A, M E # K O R
PR EE (L1 ) o fEAA 10 pL Renilla iKY TAE
W, TR G, M2 Renilla 2% 3% W %< ' 38 B (R1
)o KRMAX(LL -10)/(R1 - 10) iH5E55R, IF LU
AR ER

1.2.5 4@ 64 52 4k ik & (extracellular acidification
rate, ECAR) & BT 4L 52590, 40 il & S 56 40 R
F K 4H (shLINCO1578-1 £ ,shLINCO1578-2 #H ) K H:
SR (shCud 41) Al e-Mye 4 (e-Mye 41) . B
LINCO1578 #H ( shLINCO1578-1 4 ) . c-Myc + &% 1
LINCO1578 #H ( c-Myc + shLINCO1578-1 24 ) N %} HEZH
(Curl ZH) o B 50 2 DX BR A 1 4t e 23 31 e e 381
Iy XFp 96 fLANMIIE =LAk, i 5 XF 2347
{X#EAT ECAR 434 LA IS Rl m A (1 ~
2) x 10 AN, 7 24 h S SRR ECAR il
A XF96 7, 7E XF Hefli 5 773k (pH 7. 4)
HEs i 1 mmol/L 23 2 Wt i, B J5 K ¥ 78 fm 10
mmol/L #j 2 Bl ,1 wmol/L ZE8 ZE F1 50 mmol/L 2-ffif
A EINE . [l Seahorse XF B fift s 1y i 14 15
Az i o B , 1 T Countstar 2R W) H AR A 3l 41 ]
TSR B SR A TR fEL L

1.2.6 % ATP FegUsiml & M40 i 1 iy i i i
S35 AT 00 32 R LR kA N 12 00 24
it ATP 2SN FLRR K-

1.2.7 K%K RKE R SE 5 4 AR R 1
CAL27 ZffiHFh T 6 fLAR b, 8 HZ g &£L 1 000 4>
AN, FFRR AR TR 3 e BEALINA 2 mL F5 5%
o ik 16 d BEE WS A 4% 2R

A 150 [ Adjacent tissues
I OSCC tissues
wn)
ﬁ seskeskok
5 10k sk
E ok
skskskk sekskok
=
o)
2
g 5 L etk
o)
o~ stk
0

1 2 3 4 5 6 7 8 9 10
1 c-Myc #1 LINC01578 Z£ OSCC E£R kxR
Fig.1 c¢-Myc and LINCO01578 expression in OSCC tissues

B 25~ Hkk

TEZIR T E 30 min, 1% 45§ 55046, 4 h, Yedk T
W e WS IR

1.3 Hit=4IE K Microsoft Excel il Graph-
Pad Prism 9.0 BEAT G324 40 070 SR BHE ] » + 5
FR WL 25 SR o K5, 22 20 6] 22 Sk TR I
R £, P<0.05 HERAGIEE L,

2 HR

2.1 OSCC LR AWFAE CAL2T 2 i
% e-Myc, 454 38 500 ¥ HOR T H— A5 c-Myce
IE M 08 22 7 B 3 K AR AR 4 i RNA——
LINCO1578, c-Myc fifiCJ5 19 LINCO1578 #6545 5 |
W33,

%3 cMycBE/SH LINCO157S # U4 R
Tab.3 LINC01578 assay results after c-Myc knockdown

Genetic parameters Test results
Id NR_037600. 1
0.008 760 881

—-6.834 708 352

Fold change
Log, Fold change

P value 7.0le -09
Gene name LINCO1578
Gene type IncRNA
Direction sense

Type intergenic

2.2 c¢-Myc #1 LINC01578 7 OSCC AR H &
BN TG B A R AR T 10
Xt OSCC 214 K He 5 L SURE AR BEAT U8 . 50 5%
HLALL ALY e-Mye /KPR ETHE (B P <
0.05),ULIE 1A, It4h,LINCO1578 7E OSCC 4141
R R RIRKF (P <0.01) , LK 1B,

[ Adjacent tissues
I OSCC tissues

Relative LINCO1578 levels

0

1 2 3 4 5 6 7 8 9 10

A': The expression level of ¢-Myc in 10 pairs of OSCC tissues and adjacent tissues; B: The expression levels of LINCO1578 in 10 paired OSCC tis-

sues and adjacent tissues; “ P <0.05; **P<0.01, ***P<0.001,

* ok

**P<0.000 1 vs Adjacent tissues.
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2.3 c¢Myc £ OSCC B & IFE @ i
LINC01578 fyFi%x I 79T e-Mye X LINCO1578
IREAE R, A58 i 23K e-Myce ( + c-Mye ) B8R
% c-Myc (she-Myc) #4 CAL27 A1 HN6 40 il &
BES , FEAI qRT-PCR A c-Mye 5o &3k R
AL I LINCO1578 Rk K- A8 4k, S5 R,
c-Myc 1 F2 ik B, HN6 Fl CAL27 4 i rf LINCO1578
(253K 552 [ (1 =34.61,P <0.000 1;:=20.49,
P <0.001), WA 2A, 5k P45 R —3K, c-Myc fig
I%J5 , HN6 il CAL27 #fiffi LINCO1578 f)35ik i 2 1%
(¢ =129.10,P <0.000 1;:=39.88,P <0.000 1),
LKl 2B,
A HN6 CAL27
30 301 *k

skeksksk

20F 20}

Relative LINC01578 levels
Relative LINCO01578 levels

0 0

Ctrl  +c-Myc Ctrl  +c-Myc

B HN6
10 — LOF M

CAL27

- swskskok

] ]

0
shCtrl  shc-Myc shCtrl  shc-Myc

Relative LINC01578 levels
a

Relative LINC01578 levels
o
W

B2 c-Myc it Rz ARG LINCO1ST8 {83} RikE
Fig.2 Relative expression of LINC01578 after c-Myc
overexpression or knockdown
A: c-Myc overexpression efficiency and the corresponding relative
expression level of LINCO1578 determined by qRT-PCR; B: c-Myc
knockdown efficiency and the corresponding relative expression of
LINCO1578 determined by qRT-PCR; ***P < 0.001, ****P <
0. 0001 compared between two groups.

2.4 LINCO01578 J3zhFXig#Y c-Myc HHE{ER
AHFFEF]H UCSC F1 JASPAR B E VEA T4 W5
SFTN , B 2 T LINCO1578 JE A )5 8 F X 3 N c-

Mye (42 25 A 00, ILE 3A o i TR X —H
HAE AR B R A SR AT 45 2R3k
55t FR4LAH EE, pGL3-LINCO1578-WT il c-Myce 4%
Pz b fE o E R E & (1 =8.77,P <
0.001), WL [&l 3B, # )%, dL4E e pGL3-LINCO1578-
Mut F1 e-Mye A9 40 -5 X} BEZH /Y 26 65 5 58 % 0
FXS . WA BRUE T c-Myc 78 CAL27 il rh i1y
W EIBHCR (1 =12.12,P <0.001) , W& 3C, AHf
FEIFSE T e-Mye 5 LINCO1578 JE &1 FIX ( - 157 ~ —
166) Z [A] (A EAEH

A

B Ctrl
B B +c-Myc C 30 - ok
2 2 5
S sk =
2 %
5 =]
g Q 20
Z =S
3 0.5F =
3 o 10}
o 2
= =
- [
: 10
pGL3  pGL3- pGL3- Ctrl  +c-Myc
LINCO01578 LINCO01578

-WT -Mut

B3 WitREBREERRNER
Fig.3 Results of dual luciferase reporter assay
A: The sequence of LINCO1578 promoter region, c¢-Myc binding site
and mutation site; B:Dual-luciferase reporter assay was used to detect the
relative luciferase activity of plasmids carrying wild-type and mutant c-
Myc binding sites; C: c-Myc was transfected into 293T cells, and its

overexpression efficiency was detected; ** * P <0. 001 vs Ctrl group.

2.5 LINCO01578 R {EXItEEE R RIS MM Sea-
horse #6145 5 0 7, 5 shCirl 21 L%, shLINCO1578
VEREME T (I 4A) | ATP FIFLERAE I8 25 Uk
(¥ P <0.001, & 4B, 4C), Jf H @ K41 )
LINCO1578 23k 3 R L [ K (3 P < 0.000 1, &
4D) . AR, EEAE LINCO1578 it 58/ ECAR. ATP
FFLERAE 8 FEAIR, W] LA A3 + LINCO1578 41 i 17
WA (¥) P <0.05, K 4E) . X 2645 4 3% B Ak
LINCO1578 J5 A] 411 il OSCC H I fiff , I+ B2 AK 240 M Py
ATP SRR &

2.6 c-Myc i#it LINC01578 #F35 OSCC s s
R T ZATR SR s, R4 & B c-Mye 7E
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OSCC 41 Jfi & 7 1F [ 855 LINCO1578 f ik, T
I RE b 560 E X — o5, AR I T e-Mye + R A%
LINCO1578 J5 ) ECAR L)}z ATP A= i 2 Fl 5L R /K
T HEMELR o-Myce 45| K 1) R bR DL %
ATP FIZLFRAE BB N . AR, @ fik LINCO1578 i
THER THB ST c-Myc 25| % 1Y) ECAR | ATP FlZL12
ARG (¥ P <0.05, 81 5) o Z5 ik, iX 2 &

W] c-Mye i LINCO1578 8735 OSCC Hr i i
2.7 LINC01578 X OSCC 1&3aE 850 8z
AL 35 T LINCO1578 (1) CAL27 4t fifg >k i il
Mrr R, R 16 d )G, 4 Ee B,
LINCO1578 T i Ji5 iy OSCC 2 Jfd i) 3 5 1 252 15 %of R
A REAH LE I 2 A2 12, WL 6A 1] LINCO1578 3 ik

! sy C s
a
90.0 b /
2 ¢ 2-DG = 2
E g Lor 210t
< 67.5 Oligomycin o e o =
E & —= —= S sk seskok
£450 Glucose .g §
T =S05F 2ost
g = &
2225 =
S &
o)
"
20 40 60 g0 0 o . 0—— - -
D 5. E
§ 90.0 o= d
= b
o 1ok = 2-DG =
b S 67.5 / . —— f
s st ok "2 ’ Oligomycin o
% = = = ¢
- E 45.0 Glucose
2 05r =
5 E
2 S 225
= <
Q
0 S )
‘ b ¢ 20 40 60 80
15 4 1.5 _#l_
T
o
= E )
S 1.0} s S 10fF -
~ == =]
: T :
< 2 _*
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2 5
Sosf 2ol
~ :
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0 0
d b £ < 3 . - -

4 LINCO1578 st fi x40 M dE R AR A2 B 32
Fig.4 The effects of LINC01578 knockdown on cellular glycolysis
A :The effects of LINCO1578 knockdown on glycolytic capacity; B: The relative ATP production was detected by knocking down LINCO1578 ; C: The

relative lactate production was detected by knocking down LINCO1578; D: The relative expression of LINCO1578 was detected after knocking down
LINCO1578 ; E: Rescue experiments with LINCO1578 ; a: shCirl; b: shLINCO1578-1; c¢: shLINCO1578-2; d. Cul; e: LINCO1578; f. shLINCO1578-
1 +LINCO1578; ***P<0.001, ****P<0.000 1 vs shCtrl group; #P <0.05 vs Ctrl group; *P <0. 05 vs shLINCO1578-1 group.
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—— 2 2 2
—— Db #
—— C B T
2 900 —e—d 2-DG 3 id B =
8 Oligomycin = = E
"o 67.5 & . s |
= g 2t
g o # 151 4
E 45.0 Glucose = ,f_z
T = >
;5 2 5
Ens &
S
= 0 20 40 60 80 T b c d 07 b c d
5 c-Myc i@t LINCO1578 #0048 M tEBEfR s & ATP FzlB /=8
Fig.5 c-Myc affected cell glycolysis and ATP and lactate production through LINC01578
a; Ctrl; b; c-Myc; ¢; shLINCO1578-1; d: c-Myc + shLINCO1578-1; #P <0. 05 vs Control group;*P <0. 05 vs c-Myc group.
A Ctrl shLINCO01578-1 shLINCO01578-2 B Ctrl LINCO1578

6 EERHRILK
Fig.6 Colony formation assay
A Colony formation Results 16 days after LINCO1578 knockdown; B: Colony formation results 16 days after LINCO1578 overexpression.

[ OSCC 4 Jfd (34 5 o 28 HH S ARpR, UL IE] 6B
3 g

R 4 BRI AE LSS ol B8 0 il /s , 2020 4F 4 BR R
T 377 713 5] OSCC i, REEEALETIM .
Hir, 0SCC 1y = 2 PRIG YT B 386 F AR Tl AL d7
T BHABIR AR . SRTM, BT OSCC X k72l
YO A TR 250, H R 259 WER T S - PR 1 BE 1)
JYRORRIREN O I HARYT i W] RES| R — R HI B
FH, W BE S B R A, ™ T W R A I AR T
J . ARV R G PR, R SRR R]
DAUIBR AT U A% Iojried 20 2, (B3R B A i/ D e 72 240 T
RES | & M i PRk & A, T HLF AR YT v RE &% iR
F Y 1 HE D RE S TR A L 1 B M, 2 ] R
HEAAE T E AR (i H . PRI, 8 Y0 EIR AR
OSCC By &Im ML, =488 136 97 J7 16 A g dr ik
Y, PR B D RIR I RO . AR R IS Oy 1) ]
REL G & B U A 2 W HOR R R B T
AW RACEA IR IT T WA G T, gy
e GERTT AT O R RDERGRY Y AR
HA N Z2ERHE R 5% J1, A BEA OSCC

SR 5 22 (1% A SR S g ) 1 9 o

H1 T OSCC AFEAET 12 11 3k PR AR S5 22 J2 1 1) S5
JE, B8 )R T A B AE OSCC IR YT H o 4 21 22
fi M I, Roxyl-ZR € %% iF B 3 4 #00 ) JAK1/
STAT3 {5 53 % , A %M ] OSCC 41 Ay A 4 |
SEREIE IR T TR AR . e Kk
%% RNA AFAP1-AS1 1 SNIP1 #H H.AE F $ 3K c-
Myc _F 38, DT 56 5 40 it T 5% MR 28 66 111 Mi-
croRNA-1294 5 1 #1 7] e-Mye X OSCC i A K p= A=
A AT . BAh, e-Mye i CAL27 41 iy
SNHGI16 f |, 42 # OSCC Hy #4 54 | iT % 1 1=
&5 RBFSE AT T e-Mye 5 LINCO1578 7£ 0SCC
H R R, LA SO OSCC & A & I

NZEHERI A v 2 %00 T 10 7 KB AR
5 RNA il 22590 2 48 B 1 IR 0 45 TR 20 52 i)
F M friE P s Fpm gt R o KAk IESi S RNA
TERE 5% e i e AT Z R A ) B rh &
FER BRI . ARF5E7E OSCC 4l ;R CAL27
HERER o-Mye, 25 45 o 38 1 I 3 2 AR i 8 Hh 4 B
Hifih RNA——LINCO1578 . #5484 Hr i , A EE OS-
CC 32414, c-Myc H1 LINCO1578 £ OSCC 4141
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IR RITHEUEE ). BT, IREIR AR
c-Mye il LINCO1578 2 [a] {456 & , i i 7 0SCC
AR HN6 F1 CAL27 Hrid Fik sk # @ik c-Mye, &
P LINCO1578 7E c-Myc 5 FiK4H H FifE, 7 c-Myc
FEARZL P R IE , 3CIE B LINCO1578 Fil e-Mye 7£ 0SCC
AT REAAE VN AR o 9 FHLAS BiF 98 38 6 B, c-Myc
W44 LINCO1578 (1)) 8 F 7 Hi e CAL27 41
JiL e i B S5 3 1, IE 19 9 3 LINCO1578 . 8 F| H
Seahorse SZI6 46 M g A LINCO1578 J5 1) ECAR DL &
ATP A i FI LR /K 7, UE B LINCO1578 f) i {1410
il OSCC WiFEffidFE . X INRE L IGIE c-Myc @i
LINCO1578 4% OSCC v i) 4l ¥ fiff 5 B2 o I HL A&
CAL27 4iffarh 47 sw BB ) S 5, & 8L LINCO1578
XF OSCC 4i f g 51 47 %2 . 5 i, LINCO1578 1y
B PLAEED , A6 OSCC Y & A F0 A 8 aod 7 v 32 v
BEREAE A BN TERIRYT S . AT 4G
AU 58 T %) LINCO1578 TiygE i BRAE , 17 H#87R~
T c-Myc i1t 18 LINCO1578 {£i#F 0SCC % JE M5
Pl SR, HETRBFZEA A T R R B, 2504
AL FACOF B2 I RAHOCIESE . R, 76 )5
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Experimental study of c-Myc affecting the metabolism of oral

squamous cell carcinoma by regulating LINC01578
Du Junyi'?, Li Xiangyang'?, Zhu Youming'"
('School of Stomatology, Anhui Medical University, Hefei 230032;
*Key Lab. of Oral Diseases Research of Anhui Province, Hefei 230032)

Abstract Objective To investigate the regulatory relationship between long non-coding RNA LINCO1578 and c-
Myc, and to explore the effect of LINCO1578 on the metabolic process of oral squamous cell carcinoma (OSCC).
Methods After c-Myc was knocked down in OSCC cell line CAL27, LINCO1578, a long non-coding RNA that is
positively regulated by c-Myc, was identified by high-throughput sequencing technology. qRT-PCR was employed to
measure the expression levels of ¢-Myc and LINCO1578 in OSCC tissues and adjacent normal tissues. Following
overexpression or knockdown of ¢c-Myc in CAL27 and HNG6 cells, qRT-PCR was conducted to validate the consisten-
cy with sequencing results. The binding of ¢c-Myec to the LINCO1578 promoter was confirmed using a dual luciferase
reporter assay. Seahorse, ATP production and lactate production assays were utilized to examine the impact of c-
Myc on glucose metabolism in OSCC via LINCO1578. Colony formation assays assessed the proliferative capacity of
OSCC cell lines. Results gqRT-PCR analysis revealed significantly higher expression levels of c¢-Myc and
LINCO1578 in OSCC tissues compared to adjacent tissues( P <0.05), confirming that c-Myc positively regulates
LINCO1578 expression. Consistent with sequencing data, c-Myc overexpression markedly upregulated LINCO1578
(P <0.001), while c-Myc knockdown led to a significant decrease in LINCO1578 levels( P <0.000 1). Dual lu-
ciferase reporter gene assays demonstrated that c-Mye directly targets and transcriptionally enhanced LINCO1578 ex-
pression( P <0.001). Seahorse experiments indicated that c-Myc promoted glucose metabolism in OSCC through
LINCO1578 regulation( P <0.05). Colony formation assays showed that LINCO1578 overexpression enhanced OS-
CC cell proliferation, whereas LINCO1578 knockdown inhibited it. Conclusion c-Myc upregulates LINCO1578
expression in OSCC cells, thereby modulating glycolysis and promoting cell proliferation.
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