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1.726) . (@ There was no significant relationship between gene polymorphism and the occurrence of respiratory dis—
tress syndrome ( RDS) and periventricular-intraventricular hemorrhage ( PIVH) .Conclusion  eNOS gene polymor—
phism is associated with the occurrence of BPD and ROP in preterm infants. The evaluation of eNOS gene polymor—
phism by umbilical cord blood measurement is helpful for the prevention and correct management of some serious
complications.
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Tab.1 Analysis of the resistance of SMC to common antibiotics

Antimicrobial S. oral/mitis S.pneumoniae S.gordonii S. sanguinis S.parasanguinis Total

agent n R(%) S(%) n R(%) S(%) n o R(%) S(%) n o R(%) S(%) n o R(%) S(%) n R(%) S(%)
Erthromycin 26 692 11.5 6 66.7 333 7 28.6 1.4 8 50.0 50.0 3 333 0 50 580 280
(lindamycin 23 391 56.5 6 66.7 333 7 143 714 8 50.0 50.0 3 333 66.7 41 404 553
Levofloxacin 24 458 45.8 6 0 100.0 7 0 100.0 8 12,5 87.5 3 66.7 0 8 22 646
Penicillin G 25 320 4.0 6 16.7 83.3 6 16.7 66.7 7 143 85.7 3 66.7 333 41211 574
Ampicillin 25 320 52.0 6 16.7 83.3 6 0 83.3 7 0 85.7 4 25 659
Ceftriaxone 26 539 46.1 5 0 100.0 7 0 85.7 8 0 87.5 66.7 333 49 327 633
Vancomycin 26 0 100.0 6 0 100.0 7 0 100.0 8 0 100.0 3 0 100.0 50 0 100.0
Linezolid 26 0 100.0 6 0 100.0 7 0 100.0 8 0 100.0 3 0 100.0 50 0 100.0
Cotrimoxazole 6 50.0 50.0 6 500 500
Moxifloxacin 5 0 100.0 5 0 100.0

N: Number of patients; R: Resistant rate; S: Susceptible rate.
2 n( %) xxs M( Py P9
Tab.2 Laboratory examination results of patients with SMC infection n( %) xts M( P, P9
S. oral/mitis S.pneumoniae S. gordonii S. sanguinis S. parasanguinis P
Laboratory results
’ (n=26) (n=6) (n=7) (n=38) (n=3) value

Elevated WBC( >9.5%x10°/L) 6 (23.1) 6 (1100.0) 2(28.6) 4(50.0) 0(0) 0.003*
WBC( x10°/L) 6.73+4.43 22.63+10.03 6.58+3.25 9.20+2.51 3.17+2.83 0.001"
RBC( x10'2/1) 3.45£0.65 4.45£0.74 3.07+1.03 3.31x0.63 4.40£0.78 0.015"
Reduced Hb 22( 84.6) 3 (50.0) 7 (100.0) 8 (100.0) 3 (100.0) 0.617*
Hb( g/L) 100.84+20.84 113.10+15.76 85.00+26.60 88.50+17.23 17.30+18.45 0.082"
PLT( x10°/1) 146.00+85.26 384.80+98.11 163.85+138.74 181.13+78.09 156.00+119.50 0.001"
TP( g/L) 59.23+6.75 71.63£10.13 61.70+9.78 58.06+10.65 66.07£12.54 0.056"
Reduced ALB 24 (92.3) 3 (50.0) 7 (100.0) 8 (100.0) 2(66.7) 0.026*
ALB( g/L) 33.00£4.71 41.08+6.16 31.56£2.78 29.83+5.72 37.67+8.92 0.002"
GLO( g/L) 25.85+5.66 30.55+5.87 30.14+8.05 28.24+9.08 24.40+4.29 0.333"
TBIL( pmol /L) 12.55(8.45 17.05) 10.35+2.79 10.70( 9.00 20.60) 11.69+4.82 8.40+0.61 0.429¢
Elevated ALT 9 (34.6) 1(16.7) 4(57.1) 1(12.5) 0(0) 0.306"
ALT( U/L) 26.50( 15.50 46.75) 16.00( 12.00 50.00) 83.57+67.82 19.00( 10.75 21.75) 14.67+7.37 0.058¢
Elevated ALT 13 (50.0) 4(66.7) 3(42.9) 1(12.5) 1(33.3) 0.273%
AST( U/L) 39.00( 21.00 57.25) 58.33+48.34 33.00( 16.00 147.00) 22.00( 17.00 27.50) 30.00+14.93 0.263¢
Urea( mmol /L) 10.98+7.23 3.35+0.93 5.24(3.84 12.56) 6.64+5.09 6.35£2.18 0.054¢
Elevated CRP( >10 mg/L) 21 (80.8) 5(83.3) 7 (100.0) 8 (100.0) 2(66.7) 0.371*
CRP( mg/L) 35.11( 12.93 111.93) 72.88+82.32 69.28+40.05 63.58+43.49 151.83+85.43 0.821°
Elevated PCT( >0.5 ng/ml) 15 (60.0) 2 (50.0) 3(42.9) 2(28.6) 0(0) 0.371*
PCT( ng/ml) 1.54(0.20 10.05) 2.25+2.65 0.34(0.25 0.96) 0.17(0.10 0.81) 0.11+0.08 0.189¢

® Fisher exact test was used due to the theoretical frequency of the data is less than 5 or N is less than 40; *: Single factor analysis of variance ( ANOVA) ; ©: Kruskal-Wal-

lis H ranksum test.
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3 n( %) n=50
Tab.3 Baseline demographic and epidemiological characteristics of bloodstream infected patients by SMG n( %) n=50
Clinical S.oral /mitis S.pneumoniae S. gordonii S.sanguinis S.parasanguinis P
characteristics (n=26) (n=6) (n=7) (n=8) (n=3) value
Gender
Male 9 5 7 3 0.723*
Female 17 2 2 1 0
Age( years)
0-11 1 5 0 0 0 <0.001*
12-45 14 0 1 5 2 0.031*
>45 11 6 3 1 0.125*
Mean hospitalization time ( d)
<7 2 1 2 0 0.111*
7-14 2 2 1 1 2 0.055*
>14 23 2 5 5 1 0.017*
Risk factors
Invasive intervention/procedure 9 1 5 3 0 0.205*
Catheter intubation 4 1 2 2 0 0.863*
Surgery 7 1 3 4 0 0.502*
Hemodialysis / Peritioneal dialysis 5 0 0 0 0 0.587*
Immunosuppressive state 10 0 1 1 3 0.017¢
Underlying disease
Diabetes 1 0 1 2 2 0.024*
Cancer 5 1 1 3 1 0.744*
Myocardial disease 4 0 4 4 0 0.017*
Hepatobiliary disease 4 0 5 2 0 0.064"
Nephropathy ( kidney disease) 9 0 4 2 2 0.132¢
Cerebral vascular disease 3 0 0 2 0 0.621*
Respiratory disease 15 5 3 3 2 0.484*
Leukemia 1 0 1 0 1 0.207*
Kidney transplant 12 (46.15) 0 0 1( 12.50) 2 (66.70) 0.012*
Concomitant other bacterial infection 7 0 0 0 1
Infective endocarditis 1( 3.85) 0 4 (57.14) 3(37.50) 0 0.004*
Outcome
Improvement 21 6 5 8 3 0.451*
Deterioration 2 0 2 0 0 0.679*
Death 3 0 0
*: Fisher exact test.
IE
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Clinical characteristics and drug resistance monitoring

of Streptococcus mitis group bloodstream infection
Li Yajuan Liu Tingting Huang Ying Xu Yuanhong
( Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To assess the epidemiological drug resistance and their relative risk and prevalence for
yielding clinical diseases of Streptococcus mitis group ( SMG) bloodstream infections in recent years. Methods A
total of 50 blood culture specimens were collected from patients with SMG bloodstream infection. These SMG isolates
were identified by matrix-assisted laser desorption ionization time-of-flight mass spectrometry ( MALDI-TOF MS) .
The susceptibility to antibiotics was tested by minimal inhibitory concentrations and Kirby-Bauer ( K-B) disk diffu—
sion methods. The data were comprehensively analyzed by statistical software combined with clinical data. Results
Five strains were identified in SMG bloodstream infection by mass spectrometry namely Streptococcus oralis/miiis
( S.oralis/mitis)  Streptococcus pneumonia ( S.pneumonia)  Streptococcus gordonii ( S.gordonii)  Streptococcus san—
guinis ( S.sanguinis) and Streptococcus parasanguinis. These SMG showed high resistance to erythromycin and
clindamycin but low resistance to penicillin ampicillin and ceftriaxone. Reduced hemoglobin and albumin elevat—
ed C—eactive protein and procalcitonin were the common hematological changes in patients with SMG bloodstream
infections. In SMG bacteremia S.gordonii S.sanguinis and S.orals/mitis were the leading group causing infective
endocarditis. Patients with myocardial disease factor were more likely to cause infective endocarditis by S.gordonii
and S.sanguinis compared with S.orals/mitis. S.oralis/mitis bacteremia more occurred in patients with renal trans—
plants progressing to pulmonary infection. Conclusion In this area B-lactam antibiotics are the best choice for
treating SMG. SMG species with closely related phylogenetically show different prevalence and risk of clinical dis—
ease in bloodstream infection patients. Early prevention and diagnosis of bacteremia caused by SMG are necessary
for clinical diagnosis treatment and effective control of infectious diseases progression.
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