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rs7552670.rs7540041.rs3737972 o PCR
1.4 o 183737972 PCR
1.4.1 DNA DNA o
( ) 1.5 SPSS 26
. t X
DNA. ;
1.4.2 Primer 5 X -
rs7552670.rs7540041 . rs3737972 ( hardy-weinberg equilibrium HWE)
1. . Logistic ( OR)
95% (crn) 17552670+
1 ZBED6 3 rs7540041.rs3737972
Tab.1 Primer sequences of ZBED6 gene at 3 loci P<0. 05
SNP PCR primer( 5°3") Length( bp)
157552670 F: TTCTTTGGAAACTGCGTCTT 358 2
R: GGCCTTGACCGAATGACT
rs7540041 F: AGGTTGCCATCCAGTATC 377 2.1 ZBED6 7ZBED6
R: GGAATTTTCAGCCCTTGT I“S7552670( T/C) 1A
rs3737972 F: GGGTTTGCGAATTAAGGG 361
R: CCTGGTCCAATGAGGTGA ZBEDG6 157552670 T €2
TT.TC CC3 o
1.4.3 PCR PCR 50 PCR 2A
50 pl: . ZBEDG6
1 pl 2xTaq PCR Master Mix 25 pl 1s7540041( G/A) 1B
2l 20 pl. PCR 157540041 G A2
95 °C 5 min 95°C 30 s 55°C 30 s 72 °C 30 s 35 GG.GA  AA3 ° 50
72 °C 7 min 4 C . PCR 2B
1.4.4 Alu T o 153737972
157552670 157540041 2C 133737972 A
. 157552670 TT 168 bp.190 G2 3 AAAG GG
bp; TG :168 bp.190 bp 358 bp; CC  :358 bp. 2.2 ZBED6 SNP
rs7540041 GG 185 bp.115 bp 77 bp; GA
2300 bp+185 bp-115 bp 77 bp ; AA 300 bp ZBED6 SNP
77 bpe 10 pl Alu SNP
| 0.2 pl 10x Buffer 1 pl o 2.
PCR 4 ul. 37 C 1h 2% 2.3 7BEDG6 SNP
. 50 ZBED6 SNP 157552670+
2 SNP n( %)
Tab.2 Association analysis of alleles at various SNP loci with rectal cancer n( %)
SNP Genotype Control group Case group OR(95%CI) *
157552670 T 160( 72.7) 150( 68.8) 1
C 60( 27.3) 68(31.2) 1.209( 0.800-1.826)
157540041 G 164( 74.5) 166( 76.1) 1
A 56(25.5) 52(23.9) 0.917( 0.594-1.417)
153737972 A 156( 70.9) 138(63.3) 1
G 64(29.1) 80( 36.7) 1.413( 0.947-2.109)

! Balancing gender and age factors.
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157540041 133737972
Hardy-Weniberg (1s7552670: X*=1.733 B N
P = 0.420; 1s7540041: X*> = 0.132 P = 0.936; .
1s3737972: X*=0.006 P=0.997) SNP 157552670 7ZBED6
TC TT ' . ZBED6
2.653 (TT vs TC: OR=
2.653 95% CI = 1.501 ~ 4.690) 1s7540041. .
153737972 SNP 17-18 ZBED6
( P>0.05) . 3 . 7ZBED6
3 ZBED6
ZBED6 .
. .DNA 19-20 7ZBED6
. 5 . 13 SNP
30% ~ 50% . ZBED6
1 ZBEDé6

Fig.1 Gel electrophoresis result of ZBED6 loci genotyping
A B:ZBED6 gene 157552670 ( T/C) and 1s7540041( G/A) loci genotyping electrophoresis; 1: PCR products; 2: 100 bp DNA ladder marker; 3 4
7-12:TT;5 6 14:TC; 13:CC;a ¢ d f g0 AG; b e i j: GG; h: AA; k: 100 bp DNA ladder marker.

3 SNP n( %)
Tab.3 Association analysis between genotypes of various SNP loci and rectal cancer n( %)

SNP Genotype Control group Case group OR(95%CI) *
157552670 T 62(56.4) 42( 38.5) 1

TC 36(32.7) 66( 60.6) 2.653( 1.501-4.690)

cc 12( 10.9) 1(0.9) 0.122( 0.015-0.980)
157540041 GG 60( 54.5) 59(54.1) 1

GA 44(40.0) 48(44.0) 1.103( 0.637-1.908)

AA 6(5.5) 2(1.8) 0.331( 0.064-1.718)
153737972 AA 55(50.0) 40( 36.7) 1

AG 46(41.8) 58(53.2) 1.720( 0.973-3.042)

GG 9(8.2) 11( 10.1) 1.675(0.627-4.478)

! Balancing gender and age factors.
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2 ZBDE6 PCR
Fig.2 Sequencing results of PCR amplification products at the three loci of ZBDE6 gene
A B C: Sequencing results of PCR amplification products at the rs7552670 ( T/C) rs7540041( G/A) and rs3737972( A/G) loci of ZBDEG6 gene;
1:TT; 2: TC; 3: CC; 4: GG; 5: GA; 6: AA; 7. AG.

SNP o
ZBED6 SNP o
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Association of zinc finger protein 6 gene polymorphism

with the occurrence of rectal cancer
He Shan' Gao Fang' Rong Songhao' Ma Shuyi' Gao Li’
( 'School of Medical Technology and Anesthesiology Baotou Medical College Baotou 014040,
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Abstract Objective To investigate the relationship between the risk occurrence of rectal cancer and the single
nucleotide polymorphisms ( SNP) of zinc finger protein 6( ZBED6) and to provide the experimental basis for early
diagnosis and treatment of rectal cancer. Methods Polymerase chain reaction—estriction fragment length polymor—
phism( PCR-RFLP) technology was used to genotype the ZBED6 gene in 109 randomly selected rectal cancer pa—
tients and 110 unrelated healthy controls. To evaluate the relationship between alleles genotypes and the risk of
rectal cancer unconditional Logistic regression analysis was used to OR and 95%CI.Results The SNP rs7552670
of ZBEDG6 had significant correlation with the risk of rectal cancer. Compared with the population carrying the TT
genotype those carrying the TC genotype had a 2. 653 fold increased risk of rectal cancer ( TT vs TC: OR=2.635
95%CI=1.501-4.690) . Other SNPs had no significant correlation with the risk of rectal cancer.Conclusion
There is an interaction between the polymorphisms of ZBED6( rs7552670) and rectal cancer. The population carried
ZBEDG6 rs7552670 TC genotype had an growing risk of rectal cancer.

Key words  rectal cancer; ZBEDG6; single nucleotide polymorphism; unconditional Logistic regression;
1s7552670; correlation
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