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Fig.1 The CAMP assay results of Streptococcus agalactiae strains
9 41 44 76 90 95 96: CAMP-negative Streptococcus agalacti—

ae; 87 98 99: CAMP-positive Streptococcus agalactiae; P ( positive)

Streptococcus agalactiae ( ATCC13813) ; N( negative) : Enterococcus fae-
calis ( ATCC29212) .
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MS =2.000 1.
16S rDNA PCR 205
bp 3 CAMP
N N ( 2) 7
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Tab.1 Strain identification

Strain numbers CAMP assay Log score values

9 negative 2.341

41 negative 2.185

44 negative 2.192

76 negative 2.373

90 negative 2.012

95 negative 2.230

96 negative 2.100

2.3 qPCR 3 (87.98
99) CAMP 7

(9.41.44.76.90.95.96) CAMP cfb
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2 10 16SrDNA  PCR (28.57% . 85.71%)
Fig.2 PCR amplification electrophoresis result of ( 15. 38% .57. 69% ) .

(14.29% 14.29% 42. 86%)
(34.62% 34.62% 57. 69%) 2

10 Streptococcus agalactiae 16S rDNA
M: Marker (600 bp) ; 1 -7: CAMP-negative Streptococcus agalac—

tiae; 8 —10: CAMP-positive Streptococcus agalactiae.
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Fig.3 Amplification curves of 10 Streptococcus agalactiae strains using qPCR
Coinciding curves at the bottom: 9 41 44 76 95 96.

2 CAMP CAMP 10

Tab.2 Comparison of antibiotic resistance rates between CAMP-positive and CAMP-negative Streptococcus agalactiae

CAMP-negative Streptococcus agalactiae (n =7) CAMP—positive Streptococcus agalactiae ( n =26)

Antibiotic x> value P value
n Rate ( %) n Rate ( %)

Tetracycline 6 85.71 15 57.69 1.87 0.22
Chloramphenicol 2 28.57 4 15.38 0.64 0.58
Erythromycin 3 42.86 15 57.69 0.49 0.67
Moxifloxacin 1 14.29 9 34.62 1.08 0.40
Levofloxacin 1 14.29 9 34.62 1.08 0.40
Cefepime 0 0 0 0 - -
Cefotaxime 0 0 0 0 - -
Penicillin G 0 0 0 0 - -
Vancomycin 0 0 0 0 - -
Linezolid 0 0 0 0 - -
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Identification and resistance characteristics of

CAMP-negative Streptococcus agalactiae
Wang Xiu Leng Guiyun Tang Wei Zhou Qiang
( Dept of Clinical Laboratory The Second Affiliated Hospital of Anhui Medical University Hefei 230601)

Abstract Objective To explore identification and resistance characteristics of CAMP-negative Streptococcus aga—
lactiae. Methods Using matrix-assisted laser desorption ionization time-of-flight mass spectrometry ( MALDI-TOF
MS) and the CAMP assay 33 presumptive strains of Streptococcus agalactiae were identified. The CAMP-negative
strains were further validated through 16S tDNA  while the CAMP factor encoding gene ( ¢fb) was detected using
real+time fluorescence quantitative polymerase chain reaction ( qPCR) . Antimicrobial susceptibility testing was con—
ducted using the microbroth dilution method and the resistance rates of CAMP-negative and CAMP—positive strains
were compared. Results Based on MALDI-TOF MS identification all 33 strains were classified as Streptococcus
agalactiae. Among them 7 strains tested negative for CAMP were subsequently confirmed as Streptococcus agalacti—
ae through 16S rDNA. The qPCR results indicated that only 1 strain showed ¢fb presence. The CAMP-negative
and CAMP-positive strains were sensitive to penicillin G cefepime cefotaxime vancomycin and linezolid. The
resistance rates of the former to chloramphenicol and tetracycline (28.57% 85.71%) were slightly higher than
the latter ( 15.38% 57.69%) while the resistance rates to moxifloxacin levofloxacin and erythromycin
(14.29% 14.29% 42.86%) were slightly lower than the latter (34.62% 34.62% 57.69%) but was not
significant. Conclusion Drug risistance of CAMP-negative Streptococcus agalactiae is the same as CAMP-positive
strains  but traditional CAMP assay and cfb-targeted qPCR can result in missed detections. MALDI-TOF MS offers
a quick simple and accurate identification method that merits wider adoption.
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