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Detection of phenotype and analysis of genotype in

vancomycin-resistant Enterococci
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Abstract Objective To research the resistant characteristics genotype and prevalence of vancomycin—resistant
Enterococct(VRE) . Methods K-B disc diffusion method was used to determine the susceptibility minimum inhibi-
tory concentration (MIC) for vancomycin of VRE was detected by E-est method; VRE was then subjected to PCR
for resistance related genes; 6 strains sequencing results of PCR product were contrastively analyzed the amino acid
sequence by BLAST. Results 6 VREFm strains were found from 193 strains enterococci; 6 VREFm strains were
completely resistant to high unit gentamicin ampicillin ciprofloxacin teicoplanin but were sensitive to linezolid
and macrodantin MIC for vancomycin was more than 256 mg/L; Genotypes were vanA; Amino acids in vanA gene

have changed with Asn83—Asp(AAC—GAC) . Conclusion VRE in our hospital is mostly multi-drug resistant
which bringS difficulty in clinical treatment for its infection. So the hospital should sirengthen the prevention and
monitoring to prevent the spread of VRE strains in the hospital and popular.
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