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Analysis of patients with intestinal target bacteria diarrhea

type irritable bowel syndrome
Li Xiaoping Wang Qiaomin Chu Yuan et al
(Dept of Gastroenterology The Affiliated Provincial Hospital of Anhui Medical University Hefer 230001)

Abstract Objective To study on intestinal flora in diarrhea predominant irritable bowel syndrome (IBS-D) with
differences between normal people. Methods The real-time fluorescence quantitative PCR assay was used in 50
patients with diarrthea predominant IBS and 25 normal control subjects in feces to detect Bifidobacteria longum

Lactobacillus ~ Bacteroides Clostridium perfringens Escherichia coli and Enterococcus faecalis number. The target
bacteria in the number in each group were compared and calculated intestinal colonization resistance. Intestinal re—
sistance value (coloniza-tion resistance CR) was a potential aerobic intestine by intestinal pathogens in anaerobic

inhibition ability of endogenous bifidobacteria value and the value as the ratio of intestinal Enterobacteriaceae micro—
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bial resistance value of the index namely B/E values. Results

Compared with the normal control group feces of

patients with diarrhea predominant IBS in numbers of Escherichia coli and Clostridium perfringens increased signifi-

cantly (P <0.05) while the number of Lactobacillus and Bifidobacteria decreased significantly (P <0.05) no

statistically significant difference between the two groups in Enterococcus faecalis and Bacteroides fragilis. Patients
with intestinal diarrthea predominant IBS constant force B/E <1 compared with the control group decreased signifi—
cantly (P <0.05). Conclusion Diarrhea predominant IBS patients of intestinal flora balance is broken for gut
setting value is reduced and the feces of Escherichia coli and Clostridium perfringens increase in number number
of Bifidobacterium Lactobacillus decreased.

Key words irritable bowel syndrome; intestinal flora; real-time fluorescence quantitative PCR



