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UL32A1  TTTGGATCCGAAAAGCGTCGCGAGCGGCAGAAACGGG
UL32A2  AAAAGATCCCCTCTGGTCTCGATGTTTTTCTCGTCATCAT
UL32 Bl ATGATGACGAGAAAAACATCGAGACCAGAGGGGATCTTTT
UL32B2  GACCGGTGACTCTGCAGTTTGCGTGTCGGTGAAACGCGGATCTTG
UL32C1  CAAGATCCGCGTTTCACCGACACGCAAACTGCAGAGTCACCGGTC
UL32C2  TTTGTCGACTTAAGATCTGACGGAGCCGGTGTCCGAGGAG
UL44A1  TTTGGATCCATGGATCGCAAGACGCGCCTCTCG
UL44A2  GTCGTTGAAGTAATTGCCAACCGTGGTGTTCTCCT
UL44B1  AGGAGAACACCACGGTTGGCAATTACTTCAACGAC
UL44B2  TTTGTCGACTTAAGATCTGAACGTTACAGAATCCTCG
UL83A1  TTTGGATCCACGCGTCAGCAGAACCAGTGGAAAGAG
UL83A2  GGTGCTCGCTGTACTGAGGGCCGTTGCGCTCGTGGG
UL83Bl  CCCACGAGCGCAACGGCCCTCAGTACAGCGAGCACC
UL83B2  GGCGACGTTTGGGTTGCGCATTGTGGATTTCGTTGTC
UL83C1  GACAACGAAATCCACAATGCGCAACCCAAACGTCGCC
UL83C2  TTTGTCGACTTAAGATCTACCTCGGTGCTTTTTGGGCGTCGAG
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Construction of HCMYV recombination multi-epitope antigen

expression vector and preliminary identification of immunogenicity
Zeng Xiancong Wang Xiaowu Chen Wei et al
( Dept of Microbiology Anhui Medical University Hefer 230032)
Abstract Objective To construct fusion antigen expression plasmid by choosing strong antigenicity and higher
hydrophilic segments of HCMV gene we induce expression purify target protein and preliminarily identify immu—
nogenicity of HCMV in order to develop fast and sensitive diagnostic kits research laboratory diagnosis. Methods
in future. Methods Sequences of HCMV UL-32 UL44 UL-83 were analyzed by software of Protean to design rea—
Bglll BamH |

sites were introduced to make it connected to plasmid pQE80-. by enzyme digestion then the recombinant plasmid

sonable primers. Each gene fragment was linked by using Overlap method at the same time Pst [

was lransformed into BL21. Target gene identified by PCR and digestion was induced to express the protein. The

protein was purified and its immunoreactivity was assayed by Western blot. Results  After inducing recombinant

bacteria pQES0-L-UL32-UL44-UL83 had a fusion of 52 ku protein by SDS-PAGE electrophoresis. Recombinant
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chimeric antigen could react to HCMV positive serum through Western blot. Conclusion The recombinant fusion

antigen expression plasmid is constructed to obtain target protein. Multi-epitope antigen is confirmed to be the spe—

cific antigen for HCHV and has immunity by Western blot.

Key words HCMYV,; fusion antigen; immune reactivity



