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EgS gene affects cell proliferation and migration of bladder carcinoma cells
Chen Jiexun Yu Dexin Zhang Zhiqgiang et al

( Dept of Urology The Second Affiliated Hospital of Anhui Medical University Hefei 230601)
Abstract Objective To observe the bionomics effects of Eg5 gene on human T24 tumor cell line. Methods T24
cells were divided into three groups: the Eg5—siRNA group the blank control group the negative group. The expres—
sion of Eg5 was detected by Western blot. The rate of cell death was determined by Tyrpan blue staining assays. The
proliferation of T24 cells was determined by methyl thiazol tetrazolium( MTT) assay and plate clone formation assay.
The migration of T24 cells was analyzed by scraich test. Results Western blot analysis showed that T24 cells with
Eg5-siRNA transfected decreased the Eg5 gene expression. In contrast to the control group Eg5-siRNA induced
markedly the T24 cellls death. The ability of proliferation and migration of T24 cells treated with Eg5-siRNA was
decreased as compared with the blank control group and the negative group( P <0. 05) . Conclusion Silencing Eg5
can regulate the malignant biological behavirors of bladder cancer cell line T24 effectively and may become a novel
gene therapeutic strategy for bladder cancer.
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