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Expression of miRNA20S in colorectal cancer tissue

and its clinical significance
Chen Changyu' Yu Changjun' Zhang Min® et al
(' Dept of Gastrointestinal Surgery The First Affiliated Hospital of Anhui Medical University Hefei 230022;
*Dept of Life Sciences University of Science and Technology of China Hefei 230026)
Abstract Real-time PCR was used to analyze the expression of miRNA205 paired ¢ test and unpaired t test of

graphpad was used to analyze the different expression between cancer tissues and normal tissues and the relationship

between miRINA205 expression and clinicalpathological characteristics. The expression of miRNA205 of the 37

cancers was significantly different from the normal ones but there was no significant correlation between the miR-

NA205 expression levels and clinicalpathological characteristics( gender

tion lymph node metastasis) .
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