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MMP-26 mRNA and protein expression in pancreatic

cancer and its clinical significance
Wu Nianfu Tang Zhigang Chen Jiong et al
( Dept of Bile Pancreatic Surgery The Affiliated Provincial Hospital of Anhui Medical University Hefei 230001)

Abstract Objective To detect MMP226 expression in human pancreatic cancer and to investigate its role and sig—
nificance in the progression of pancreatic cancer. Methods Immunohistochemistry RT-PCR and Western blot
were used to detect MMP26 mRNA and protein in pancreatic cancer and adjacent normal tissue to investigate the
relationship between the clinical and pathological features of pancreatic cancer with MMP26. Results The posi—
tive expression rate of MMP-26 protein was significantly higher in pancreatic cancer ( 72%) than in adjacent nor—
mal tissues (6% ) by immunohistochemical method difference was considered statistically significant ( P <0. 05) .

The high expression of MMP26 was correlated with pancreatic differentiation TNM stage and lymph node metasta—
sis. RT-PCR detected 10 cases of pancreatic cancer tissues and adjacent normal tissues respectively in which 7 ca-
ses (70%) were discovered the positive expression of MMP26 mRNA was significantly unregulated in pancreatic
tissue than in adjacent normal tissues. Western blot detected 7 cases of pancreatic cancer tissues and adjacent nor—
mal tissues respectively in which 5 cases (71.4% ) were discovered the positive expression of MMP26 mRNA was
significantly higher in pancreatic tissue than in adjacent normal tissue. Conclusion The expression of MMP-26 is
correlated with pancreatic differentiation TNM stage and lymph node metastasis may become a novel biomarker
and clinical therapeutic target of pancreatic cancer.
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Methylation of EDNRB gene and protein expression in glioma
Cheng Jinmin' Zhu Lixin> Wang Bin' et al
('Dept of Neurosurgery *The Experiment Center The First Affiliated Hospital

of Anhui Medical University Hefei — 230022)
Abstarct  Objective To explore the relation between methylation of EDNRB gene and its protein expression in hu—
man brain glial tissues. Methods By using nest PCR bisulfite PCR and immunohistochemistry staining we in—
vestigated the methylation status at EDNRB gene promoter EDNRB protein expression and their association with
patient clinical history. Results In this study we found EDNRB gene promoter methylation among 38% of total
glioma samples( 19/50)  with 26.5% among low grade glioma while 62.5% among high grade gliomas which was
statistically significant. Within the samples with EDNRB gene methylation events detected 36.8% of these sam—
ples showed protein expression detected by IHC while 71% samples without EDNRB gene methylation were THC
positive. Conclusion Our study supports the EDNRB gene promoter methylation contributes to gliomagenesis. Mo—
reover the methylation status correlates with grade of glioma but not with patient age gender tumor subtype. The
methylation status is negative related to protein expression in gliomas.
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