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() XZ P
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P
(n=1962) (n =3 356)
() 49.30 +12.26 48.68 +13.76 1.673  0.094
SBP( kPa) 17.48 £2.32 16.06 £2.24  21.887  0.000
DBP( kPa) 10.83 £1.49 9.89+1.46  22.483  0.000
FPG( mmol /L) 5.75+1.28 5.36 £0.96 12.058  0.000
TG( mmol /L) 2.07 £1.61 1.26 £0.93 21.655 0.000
TC( mmol /L) 5.09£0.93 4.85+0.88 9.445  0.000
LDL-C( mmol /L) 3.39 £0.81 2.97£0.78 18.932  0.000
HDL-C( mmol /L) 1.25 £0.31 1.51£0.38 -26.292  0.000
AST(U/L) 23.14+£7.83 21.17 £6.97 9.340  0.000
ALT(U/L) 23.77 £14.11 16.26 £9.95 21.540  0.000

UA( pumol /L) 359.79 £87.03  301.34+75.95 25.137  0.000
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52(65.0) 26(32.5)  2(2.5) 130(81.3) 30(18.7)
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X 3.121 0.687
P 0.210 0.407
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An investigation of overweight and obesity in northern Guangxi and

association of adiponectin gene polymorphism
Yu Jian' Ye Yao® Wang Linjiao” et al
( 'Dept of Endocrinology The Affiliated Hospital of Guilin Medical College Guilin 541001
*Graduate School of Guilin Medical College Guilin 541001)

Abstract Objective To research the prevalence and epidemiological characteristics of overweight and obesity in
Han population receiving physical examination in northern Guangxi and investigate the relationship between single
nucleotide polymorphisms( SNPs) of the adiponectin gene-11377 and MS. Methods 5 318 adults in Han popula—
tion were selected from June 2012 to December 2012 with physical examination biochemical inspection and ultra—
sonic examination. A total of 80 overweight and obesity subjects were selected as study group. And 80 normal adults
were selected as control group. Detection of two groups of adiponectin gened1377C/G single nucleotide polymor—
phisms and carries on the analysis. Results (1) The prevalence of overweight and obesity in this sample was
36. 9% . Compared to female population male participants showed a much higher prevalence(46.4% vs 26.0% P
<0.01) . @ The multivariable stepwise analysis extracted sex( male) age hyperglycemia hypertension dyslipi—
demia UA and fatty liver as major risk factors for overweight and obesity. (3) There was no significant difference of
the distribution of the genotype and allele frequencies between overweight and obesity and control groups( P >
0. 05) . Clinical variables were no significant difference among different genotypes in overweight and obesity and

control groups ( P > 0. 05) . Conclusion (D Tt has higher prevalence of obesity and overweight in Han population
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receiving physical examination in northern Guangxi. ) The adiponectin gene SNP-11377C /G may be not associat—
ed with overweight and obesity in Han population receiving physical examination in northern Guangxi.
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