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The expression and significance of four miRNAs in

hepatocellular carcinoma serum
Pei Liling' Ren Weihua'* Li Jiansheng® et al
(' Dept of Clinical Laboratory *Dept of General Surgery The Affiliated Provincial Hospital
of Anhui Medical University Hefei 230001)

Abstract Objective To analyze the miR27a miR-30a miR-664b miR-451a expression differences in hepatocel—-
lular carcinoma serum and its relationship with clinicopathological parameters. Methods The real-time quantitative
polymerase chain reaction (PCR)was used to miR27a miR-30a miR-664b miR-451a for quantitative analysis in
66 cases of hepatocellular carcinoma and 40 cases of healthy controls and the relationship of their expressions and
clinicopathological parameters were analyzed. Results The miR27a miR-30a miR-664b in hepatocellular carci—
noma serum were not seen significant difference compared to healthy control (P >0. 05) ;the miR451a in hepato—
cellular carcinoma serum was down-regulated compared to healthy controls the difference was statistically significant
(P <0.01). Furthermore the expression level of lymph node metastasis was significantly lower than the expression
level without lymph node metastasis (P <0. 05) ;the expression level of TNM stage Il + IV expression levels was
significantly lower than the I + I stage expression level (P <0.05) ;and the miR451a was not associated with
gender age tumor size and histological differentiation degree. Conclusion The miR27a miR-30a miR-664b are
considered of no value for the diagnosis of hepatocellular carcinoma. The expression of miR-451a in serum of hepa—
tocellular carcinoma is lower and is associated with the metastasis and clinical stages and lymph node. MiR451a
may have potential clinical application value in diagnosis and prognosis of hepatocellular carcinoma.
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