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Localization and expression of human FKBP25 deletion

mutants in mammalian cell lines
Zhang Shanjing' Wang Beihua® Gong Rui’ et al
(' Dept of Pathophysiology *Dept of Biology Anhui Medical University Hefei 230032)

Abstract Objective To investigate the expression and localization of the product of FKBP25 deleted mutants in
cells. Methods The full length ¢cDNA fragment of FKBP25 was used for PCR amplification to construct FKBP25
deletion mutant gene sequence respectively and inserted them into pcDNA3. 1 vector. All expressions were detected
by Western blot and immunofluorescence. Results The expression of FKBP25 deletion mutants was constructed
successfully. Western blot assay showed that FKBP25 deletion mutants could express efficiently in HEK293T cell
line and the results of immunofluorescence microscopy showed that the FKBP25 deletion mutants protein was found
to be localized in the nucleus and cytoplasm in COS7 cells lines. Conclusion The FKBP25 deletion mutants can
express in HEK 293T and COS7 cell lines. The results provide the basis for further understanding of the function of
FKBP25 deletion mutants.
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