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miR49b
miR -19b’s effect on cell proliferation and apoptosis of HepG2
Cao Jing Jia Zhenya Fan Wenjie et al

(Dept of Oncology The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract
Methods

cancer HepG2 cells was increased after paeonol treatment. MiR49b’s expression was detected by quantitative Real-

Objective To investigate miR49b’s effects on the cell proliferation and apoptosis of HepG2 cell lines.

According to our previous research results of miRNA“s chip the expression of miR-49b in human liver
time PCR. After transient transfection of hsa-miR49b mimics into HepG2 cells the proliferation of HepG2 cells
was evaluated using MTT and the cell apoptosis rate of each group was assayed by TUNEL and flow cytometry. Re-
sults The results of qRT-PCR confirmed that miR49b’s expression was up-—regulated evidently after HepG2 cells
were disposed with 62.5 mg/L paeonol for 24 h. Over-expression of miR49b could inhibit the cell proliferation and
promote apoptosis of HepG2 cells. Conclusion Paeonol can lead to changes of miR49b”s expression in liver
cancer cells. Over-expression of miR-19b may partly contribute to paeonol’s effect on inhibiting cell proliferation
and promoting apoptosis in HepG2.
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