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The correlation study of relativity between macrosomia of

gestational diabetic pregnancy and IGF4R IGFBP4
Xie Weijiao' Wang Min® Yu Li’ et al

(' The 306 Hospital of Anhui Medical University Beijing
The 306th Hospital of Chinese People’s Liberation Army Beijing

100101 ;* Gynaecology and Obstetrics
100101)

Abstract The mRNA of insulindike growth factor 1 receptor (IGF4R) and IGF binding proteind (IGFBP-) in

the placenta of 22 macrosomia of gestational diabetic(macrosomica group) and 18 normal birth weight infant( control

group) were measured by Real Time PCR explored the relationship between macrosomia of gestational diabetic and

the levels of IGFHR and IGFBP-. The level of IGFH4R in the placenta of macrosomia group was significantly high—

er than that of control group;the expression level of IGFBP in the placenta of macrosomia group was lower than

that of control group and had significant difference between the two groups.
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Study on relationship among hepatitis B virus markers and content of

HBV-DNA in feces of patients with hepatitis B virus infection
Zhou Xiangtian' > Lv Ru'?  Zheng Jishun® et al
(' Dept of Infectious Diseases The First Affiliated Hospital of Anhui Medical University Hefei 230022; *Anhui
Center for Surveillance of Bacterial Resistance Hefei 230022; *The First Peoples Hospital of Hefei Hefei 230012)

Abstract We collected the samples offeces and serum for all patients. HBVM in serum and feces were determined
with ELISA. Using QIAmp DNA Stool kit to extract human fecal DNA. FQ-PCR were utilized for analysis the content
of HBV-DNA in feces and serum while it was detected qualitatively by nested-PCR. Depending on the combination
of HBVM 50 patients were divided into three groups. Hepatitis B surface antigen was positive in 37 cases of stool
and 46 cases of serum both the detection rates were significant (P < 0.05). FQ-PCR quantitative detection of
HBV-DNA in serum and fecal contents were 4.35 +1.49 and 4.50 + 1.59. The positive rates of HBsAg were
74% 92% in feces and serum respectively. HBsAg was found in feces in one patient without HBsAg in serum. In
50 patients the positive rates of HBV-DNA were 62% 60% in feces and serum respectively.
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