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Genomic characterization of human papillomavirus

type 16 from Anhui province
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"Dept of Oral and Maxillofacial Surgery The Third Affiliated Hospital of Anhui Medical University(First People’s
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Abstract Objective To clone human papillomavirus type 16 genome from Anhui province analyze genome se—
quence of HPV16 and study its genomic characteristics. Methods Five pathological specimens of cervical cancer
from Anhui province were collected and the total DNA was extracted. Specific primers were designed to clone
HPV16 genome in four fragments. The sequence of four fragments was assembled manually and nucleotide sequence
was analyzed after sequencing. Results A cervical pathological sample containing HPV16 was detected and the
genome sequence with full length of 7 906 nts (GenBank accession number: KC935953) was obtained. Sequence
alignment of genome nucleotide sequence showed that HPV16 of Thailand and HPV16 of Japan were more similar to
HPV16 of Anhui (HPV16-Anhui) than other HPV genome nucleotide sequence their similarity reached 99.5% .

Phylogeny tree analysis demonstrated that HPV16-Anhui and other 7 HPV16 clustered into a single branch. Con-
clusion HPV16 genome nucleotide sequence is obtained from Anhui province for first time with great significance
for further understanding of HPV16 variation from Anhui even east China.
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