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1.2 ProteoExtract Albumin/IgG Re-
moval Kit Merck ; HEPES
Sigma ; Bradford N
; (3 ku) Millipore
; (RIGOL 3220)
; Bio-Spin6 Bio—
Rad ;
(iTRAQ) Applied Biosystems ;
1.3
1.3.1

4
40 pl  ProteoExtract Albumin/
IgG Removal Kit
IgG 1600 I 3K N
A (10 mmol /L HEPES 1 mmol/L

0.1 mmol/L MnCl, 0.1 mmol/L CaCl, pH

7.2) -20 C o
1.3.2 SNA
1 ml SNA (
Vector Laboratories )
10 ml A ;
10 min
500 r/min 2 min A 5 1
ml ;1 ml
(0.5 mol/LL 0.2 mol/L 1 mmol/L
) 3 min 500
r/min 2 min 3
;3K
-80 C N o
1.3.3 iTRAQ HPLC
Bradford
100 pg 20 wl;
1%SDS 1 pl 2

wl 60 C 1 h;
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wl 10 min;
37 C
70 ul
:114.115.116.117
pH
4.6 mm i. d.

Az2% ACN98% H,0(
98% ACN=2% H,0(

=1:50
(
) 1 h,
C18 (250 x
5 pm Agela);
pH 10.0); B:
pH 10.0);

5% ~8%B 1 min;8% ~32% B 24 min;32% ~95%
B 2 min;95% 4 min;95% ~5% B 1 min; 45

C; :0.7 ml/min; 2214 nm. 6% ~
35% 24
1.3.4
A (1.9% 9% 0.1% )
17 12 000 r/min 3 min
; (Ek-
sigent) TripleTOF 5600 (AB SCIEX)
A B
(98% L9%  .0.1% ) 330 nL/
min (5% ~12%B 5 min;12% ~22% B

16 min;22% ~32% B 10.5 min;90% ~5% B 4

min) ; 40 min 2.3 kV
23.92 C 45 eV
350 ~1 250 Da.
1.4 ProteinPilot 4.2 Para—
gon
114 115.116.117 114
=2( ) <0.5( )
2
169
11 2 \9
1; 8
3 N 2;
19 9 <10 3,
3
iTRAQ

1
iTRAQ P
115: 114 115: 114 (%)
gi173858564  corticosteroid-hinding globulin precursor  2.937 6 0.005 2 26.7
4150659080  alpha- -antichymotrypsin precursor 2.3335 0.0014 38.8
gil 115298678  complement C3 precursor 0.4966 0.0000  79.3
gil4557871  serotransferrin precursor 0.4875 0.0000 80.9
gil 11321561  hemopexin precursor 0.4786  0.0002  74.7
gi1324021745  vitamin D-binding protein isoform 3 0.4571 0.0000  53.4
167782358 complement factor B preproprotein 0.4325 0.0004 53.3
14501987  afamin precursor 0.3467 0.0002 41.9
phosphatidylinositol-glycan-specific
gil29171717 0.3373 0.0059 2.4
phospholipase D precursor
gi132130518  apolipoprotein C4I precursor 0.3192  0.0064 75.2
14507725 transthyretin precursor 0.2729  0.000 0 83.7
2
iTRAQ P
116: 114 116: 114 (%)
leucineich alpha2-glycoprotein pre-
il 16418467 27542 0.0019  34.9
cursor
gi162739186  complement factor H isoform a precursor  2.167 7 0.000 1 36.1
114502511 complement component C9 precursor 2.0893  0.0004 311
1195972866 keratin type I cytoskeletal 10 0.4920 0.0076 35.4
gil4557871  serotransferrin precursor 0.4406 0.0019 80.9
41166932947 alpha-2-macroglobulin precursor 0.3837 0.0000  76.2
14502027 serum albumin preproprotein 0.3342 0.0001 71.9
1105990532  apolipoprotein B400 precursor 0.3020 0.0000 4.8
3
iTRAQ P
117:114 117: 114 (%)
14557389 complement component C8 alpha chain ~ 4.2855  0.0055 17.5
gi173858564  corticosteroid-hinding globulin precursor ~ 3.3729  0.0023 26.7
41162739186 complement factor H isoform a precursor ~ 2.4660  0.0000 36.1
21150659080  alpha -antichymotrypsin precursor 2.4210  0.0002 38.8
14502511 complement component C9 precursor 2.2909  0.0003 31.1
gil4504893  kininogen isoform 2 precursor 2.2080  0.0039 54.6
pigment epithelium-derived factor pre-
41139725934 2.1677  0.0009 311
cursor
14501885  actin cytoplasmic 1 2.1281  0.0091 45.3
gil4826762  haptoglobin isoform I preproprotein 2.0137  0.0020 87.2
14507725 transthyretin precursor 0.4446  0.0016 83.7
14502261 antithrombindII precursor 0.4365  0.0000 51.7
gil4557871  serotransferrin precursor 0.4325  0.0000 80.9
gil 119395750 keratin type I cytoskeletal 1 0.4169  0.0002 35.4
166932947 alpha2-macroglobulin precursor 0.3767 0.0000 76.2
14557321 apolipoprotein A preproprotein 0.3733  0.0000 90.3
gil 71773110 apolipoprotein AV precursor 0.3698  0.0000 80.0
1195972866 keratin type I cytoskeletal 10 0.3698  0.0009 35.4
14501987 afamin precursor 0.3631  0.0009 41.9
gil47132620  keratin type II cytoskeletal 2 epidermal ~ 0.3436  0.0002 46.3
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Discovery and identification of serum sialylated glycoproteins biomarkers

for common gynecological tumors
Xiao Chaogiang' Pei Lili' He Wei’
(! Institute of Radiation Medicine of the Academy of Military Medical Sciences Anhui Medical University Hefei 230032;
*State Key Laboratory of Proteomics Beijing Proteome Research Center Institute of Radiation Medicine Beijing 102206)

Abstract A strategy was developed for identifying sialylated glycoprotein in human serum. Two highly abundant
proteins of albumin and IgG were removed from the serum then sialylated glycoproteins were enriched using SNA
lectin affinity column. The differentially expressed sialylated glycoproteins were analyzed based on the quantitative
proteomics methods incorporated iTRAQ stable isotope labeling liquid chromatography nanoelectrospray ionization
and high resolution tandem mass spectrometry. And this strategy was successfully applied to the discovery of novel
biomarkers for common gynecological tumors diagnosis 169 serum sialylated glycoproteins were identified a quan—
titative comparison analysis with healthy control revealed that 11 proteins were in breast tumor 8 proteins were in
cervical tumor and 19 proteins were in ovarian tumor.

Key words quantitative proteomics;sialylated glycoprotein; mass spectrometry ; gynecological tumors
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The analysis of the clinical outcome and ultrastructure

of the oocytes with ovarian high response
Xu Huili Xu Bo Shi Wei et al
(Center for Reproductive Medicine The Affiliated Provincial Hospital of Anhui Medical University Hefei 230001)

Abstract Objective To investigate the effects of high ovarian response on oocyte quality embryo quality and
pregnancy outcome in controlled ovarian hyperstimulation cycles. Methods A retrospective study was designed
covering 326 infertile patients with male and (or) tubal factor who were admitted first in vitro fertilization and em—
bryo transfer / intracytoplasmic sperm injection (IVF-ET/ICSI) treatment from January 2011 to December 2012.

The oocyte and embryo parameters and pregnancy outcome were compared between high responder group (peak E,
>3 000 pg/ml on the day of HCG administration or the number of oocytes retrieved >15 n =146) and normal re—
sponder group (500 pg/ml < peak E, <3 000 pg/ml on the day of HCG administration or 5 < the number of oo-
cytes retrieved <15 n =180). The ultrastructures of oocytes between two groups were observed using transmission
electron microscope including zona pellucida perivitelline space oocyte organelles. Results The numbers of oo—
cytes good—quality embryos the cycle cancellation rate in high responder group were significantly higher than those
of normal responder group (P <0.05) but the MII oocytes rate {fertilization rate high-grade embryo rate im-
plantation rate and clinical pregnancy rate were significantly lower than those of normal responder group (P <

0.05). There were no statistical differences in cleavage rate miscarriage rates the incidence of moderate and se—
vere ovarian hyperstimulation between two groups (P >0.05). The ultrastructure showed that abnormal mitochon—
dria increased significantly in the high responder group. Conclusion The high ovarian response can affect the oo-
cytes quality and embryo development potentiality ultimately reduce the pregnancy outcome.

Key words high ovarian response; oocytes; embryo development; pregnancy outcome; TEM; mitochondria



