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adhesion proliferation and differentiation. Conclusion

Titanium disks of functional modification with RGD pep—

tide have good biocompatibility which could be used for developing the titanium implants and further to improve os—

seointegration.
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Quantitative phosphoproteomics study of hepatocellular
carcinoma cell lines with different metastatic potential

Yi Tailong' > Tian Miaomiao® Zhai Linhui® et al
(' Dept of Postgraduate Anhui Medical University Hefei 230032; * Institute of Radiation Medicine Academy of
Military Medical Sciences Beijing Proteome Research Center State Key Laboratory of Proteomics Beijing 102206)

Abstract Objective To study the phosphoproteome dynamic change of hepatocellular carcinoma (HCC) cell
lines with different invasion and metastasis potential. Methods MHCC97-. was cultured in medium containing
heavy isotope labeled lysine and arginine by stable isotope labeling with amino acids in cell culture (SILAC). And
MHCC97-H was cultured in medium containing light isotope labeled lysine and arginine. Proteins of completely la—
beled MHCC97-. and MHCC97-H were mixed at 1:1 ratio and digested by trypsin. Digested peptides were desalted
and the phosphopeptides were enriched by immobilized metal ion affinity chromatography (IMAC) and analyzed by
LCMS/MS (liquid chromatography-mass spectrometry). The MS data were processed using the MaxQuant soft—
ware. Quantified phosphopeptides were filtered by Z-est for altered phosphopeptides. The proteins were analyzed
by gene ontology (GO) biological processes and STRING protein-protein interaction. Results 918 phosphopeptides
were identified 806 of which could be localized and quantified. By means of Z-est 91 phosphopeptides which
were corresponding to 25 phosphoproteins altered between MHCC97-. and MHCC97-H. According to GO analy—
sis cytoskeleton organization seriously perturbed between these two cell lines. STRING protein-protein interaction
indicated that NES and PRKCA were two key proteins. Conclusion Cytoskeleton organization dysfunction is close—
ly related to invasion and metastasis between these two cell lines. Further analysis indicates that phosphorylation of
NES and PRKCA which is involved in cytoskeleton organization and MAPK signaling pathway separately plays an
important role during metastasis of HCC.

Key words quantitative phosphoproteomics; SILAC; immobilized metal ion affinity chromatography; hepatocellu—

lar carcinoma; invasion and metastasis



