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Association study of PRKAG2 gene polymorphism and

clinical features of atopic dermatitis
Fang Ling Wu Yanyan Liu Longdan et al
(Dept of Dermatology The First Affiliated Hospital of Anhui Medical University Hefei 230032)

Abstract Objective To investigate the associations of PRKAG2 gene polymorphism with the phenotypic traits of
aopic dermatitis in the Chinese Han population. Methods A total of 4 480 AD patients and 12 319 controls were
selected from our previous aopic dermatitis GWAS in the Chinese Han population using [llumina Human 610 chips
and Sequenom MassArray. Our research using case-control case-case studies and the SPSS 20. 0 statistical analy—
sis was used to compare the distribution of genotype frequency in patients and contols then compared the correla—
tion of alleles and genotype with the clinical phenotype. Results The frequency genotype GG GA of SNP PRK-
AG2(rs17173197 ) was statistically significant between the case group and control group (P <0.05). Analyses of
the genetic model revealed that the most suitable model describing the association of rs17173197 polymorphism with
aopic dermatitis was recessive model (P <0.05). Stratified analyses showed that G allele frequency distribution of
1517173197 polymorphism was associated with south patients familial aopic dermatitis concomitant xerosis (P <
0.05). However we failed to observe any significant association of the risk allele G of rs17173197 with other sub—
phenotype in aopic dermatitis. Conclusion Our study is the first one to validate that the risk allele G of PRKAG2
(1s17173197) confers risk for southern area  concomitant xerosis and familial atopic dermatitis.
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Expression and significance of KAI1/CD82 and CD44v6

in human laryngeal squamous cell carcinoma

Zhou Mingqi Sun Jiansong
(Dept of Otolaryngology Head and Neck Surgery The Peoples Hospital of guizhou Province Guiyang 550002)

Abstract Objective To study the expression of metastasic suppressor gene (KAI1/CD82) and cell adhesion
molecules (CD44v6) in human laryngeal squamous cell carcinoma(LSCC) precancerous lesion polyps and normal
mucosa. Methods Immunohistochemical technique (Envision) was used to detect the expression of KAIl/CD82
protein and CD44v6 protein in 64 cases of LSCC 21 cases of laryngeal precancerous lesion(LPL) 15 cases of polyp
of larynx(LP) and 15 cases of normal laryngeal mucosa(NLM). Results The result turned out to be as follows: (D
KAIl/CD82 protein was highly expressed in NLM and LP and lowly expressed in LPL and LSCC the positive rates
of KAI1/CD82 protein expression were 86. 67% (13/15) 80.00% (12/15) 38.10% (8/21) and 37.50% (24/
64) respectively. There was statistically significant difference in NLM and LSCC. (2) CD44v6 protein was lowly ex—
pressed in NLM and LP and highly expressed in LPL and LSCC the positive rates of CD44v6 protein expression
were 26. 67% (4/15) 33.33% (5/15) 80.95% (17/21) and 75.00% (48/64) respectively. There was statisti—
cally significant difference in NLM and LSCC. Conclusion (1) The down-regulation or deletion of KAI1/CD82 and
the up-regulation of CD44v6 are related to carcinogenesis development of LSCC. (2) The combined detection of
KAI1/CD82 and CD44v6 may provide clinical basis for the early diagnosis of LSCC.
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