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Association between IL-40R gene polymorphisms and

spontaneous clearance of hepatitis B virus infection
Zheng Kang Gao Yufeng Pan Gaofeng et al
( Dept of Infectious Diseases The Second Affiliated Hospital of Anhui Medical University Hefei 230032)

Abstract Objective To examine whether ILH4OR polymorphisms were associated with susceptibility to chronic
hepatitis B virus ( HBV) infection in a Chinese Han population. Methods A total of 501 chronic HBV-nfected pa—
tients as cases and 301 age— sex— and ethnically matched selfdimiting HBV-infected individuals as controls were
recruited in this study. Two tag SNPs ( rs2228055 and rs2256111 of ILH0R) were genotyped in all subjects by u—
sing Snapshot method. The frequencies of alleles and genotypes between the two groups were analyzed by x* analy—
sis. Results  All genotype and allele distributions in patients with C-HBV and patients with SL-HBV were in Har—
dy-Weinberg equilibrium. The frequency of the rs2228055 GG genotype (7.2% ) was significantly decreased in pa—
tients with C-HBV as compared to SL-HBV patients ( 13.0%) . In patients with chronic HBV infection the risk of
GG genotype in patients is 0. 52 times of that of the AG AA genotypes patients ( OR =0.52 95% CI: 0. 32 ~
0. 84) . Conclusion 1In this study the results suggest that the rs2228055 GG genotype of ILHOR is associated with
the susceptibility to chronic HBV infection in the Chinese Han population.
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