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The expression of IncRNA ENST00000502521 in human cumulus cells
and embryo developmental competence

Li Juan Cao Yunxia Liu Tingting et al
( Reproductive Medicine Center The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To explore the expression of IncRNA ENST00000502521 in human cumulus cells of women
undergoing in vitro fertilization ( IVF) and the relationship between IncRNA ENST00000502521 and oocyte matura—
tion and embryo development. Moreover its predictive value of IVF outcome was also discussed. Methods The
expression of IncRNA ENST00000502521 was measured in 40 pairs of cumulus cells from oocytes resulting in high—
quality embryo and from oocytes resulting in poor—quality embryo by real-time quantitative reverse transcriptase—pol—
ymerase chain reaction ( qRT-PCR) and further associated these data with embryo developmental potential and
competence to establish a pregnancy. The predictive value of the IncRNA ENST00000502521 was evaluated using a
receiver operating characteristic ( ROC) curve. Results Notably elevated IncRNA ENST00000502521 expression
levels were observed in the group poor-quality embryo compared to the group high-quality embryo ( P <0.05) . The
relative expression levels of IncRNA ENST00000502521 in the non-pregnancy group were significantly higher than
those in the pregnancy group ( P <0.05) . The area under the ROC curve( AUC) of IncRNA ENST00000502521
was 0. 71 (P <0.05 95% CI: 0.55 ~0.87) and had a sensitivity of 84. 2% and a specificity of 61. 9% to predict
embryo developmental potential. Conclusion The relative expression levels of IncRNA ENST00000502521 may be
considered as potential biomarkers to predict embryo developmental competence and IVF outcome.
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