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min (12 000 r/min) 8 min -20 C
1.2.3 PCR ! fo-
sA . fosA3 fosC2
7
fosA . fosA3
fosC2. PCR
DNA
GenBank BLAST o 1,
1 PCR
53"
¢ ) %) (bp)
fosA3 F:GCGTCAAGCCTGGCATTT 53.0 282
R:GCCGTCAGGGTCGAGAAA
fosA F:ATCTGTGGGTCTGCCTGTCGT 59.5 271
R:ATGCCCGCATAGGGCTTCT
fosC2 F:TGGAGGCTACTTGGATTTG 50.0 217
R:AGGCTACCGCTATGGATTT
1.2.4 fosA3
J53AZ" o (100
wg/ml) (200 wg/ml)
o 3
MIC PCR
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87. 8%
100% / /
99.2% 97.0%
72.2% ~ 50. 6% -
52.5% 60.5%  64.3%
95.0% 61.6% 2,
2 263 12
(€] (%) (n) (%)
CSL 8 3.0 0 0
TZP 2 0.8 0 0
CAZ 46 17.5 27 10.3
CHL 4 1.5 223 84.8
CRO 20 7.6 105 39.9
CTX 25 9.5 105 39.9
LVX 63 23.9 41 15.6
CIP 14 5.3 80 30.4
GEN 11 4.2 90 34.2
AMK 1 0.4 12 4.5
PM 0 0 0 0
FOM 7 2.7 25 9.5
TZP: / ;CAZ: ; CHL: ;CRO:
;LVX: ;CIP: ;GEN: ;CTX:
;CSL: / ; AMK: ;FOM:
IPM:
2.2 25
18 PCR 282 bp
o 1. fosA3 (
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6.8% (18/263) fosA3
72% (18/25) fosA  fosC2
bp MI 2345 6 78910111213141516171819
500
400
300
200
100
1 PCR 18 fosA3
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J53AZ" MIC 2.4 ERICPCR 18 fosA3
>1 024 pg/ml. N MIC . ERICPCR
3.4, 12 & 3 Quantity One 4.5
o 4, 18 fo—
bp M 1 2 4 5 6 78 9 1011 1213 14
5 sA3 > 85% 2164
1’38 22106.152 11751171 1117 11201139
f:}':}’ 1189 2164 22106 V152
1175 1171 1117
2 PCR 13 fosA3 11201139 1189 18 fo—
M:DNA Marker DL1000;1 ~ 13 :fosA3 ;14 sA3 13 .
3 fosA3 12 MIC  (pg/ml)
CHL CRO LVX CIP CAZ CTX GEN FOM AMK CSL TZP PM
1145 128 256 2 2 32 512 1 256 <2 8 8 0.50
1224 64 64 2 4 4 64 1 256 <2 <2 <4 <0.25
1139 32 64 2 4 64 8 256 <2 <2 8 <0.25
2164 32 128 2 2 16 128 1 >2 048 <2 8 8 <0.25
1171 64 64 2 2 <1 64 1 256 8 4 <4 <0.25
1201 64 64 2 2 8 128 >128 256 >512 <2 <4 <0.25
152 64 128 2 2 <1 128 16 256 32 8 8 0.50
2196 64 64 2 4 8 64 >128 512 64 8 8 0.50
2470 64 128 8 16 16 128 >128 512 128 16 16 <0.25
22150 64 256 0.5 2 16 256 64 256 128 4 8 <0.25
22106 64 256 2 8 16 256 128 512 64 16 8 <0.25
2176 64 32 2 2 <1 16 1 512 <2 4 8 <0.25
2169 64 128 2 4 8 64 2 512 <2 <2 <4 0.50
1120 64 64 2 2 4 128 1 256 <2 4 8 0.25
1183 64 64 2 2 4 128 1 256 <2 <2 <4 <0.25
1189 64 64 2 2 4 128 1 256 <2 4 <4 <0.25
1175 64 64 2 4 8 64 2 256 4 <2 8 <0.25
1171 64 64 2 2 <1 64 1 256 8 4 <4 0.50
TZP: / ;CAZ: ;CHL ;CRO: ;LVX: ;CIP: ;GEN: ;CTX:
;CSL: / ;AMK: ;FOM: ;IPM
4 11 MIC  (pg/ml)
CHL CRO LVX CIP CAZ CTX GEN FOM AMK CSL TZP IPM
T1145 8 128 <0.25 <0.125 8 128 <0.5 1024 <2 8 <4 <0.25
T1224 8 64 <0.25 <0.125 4 32 <0.5 2 048 <2 8 <4 <0.25
T1139 8 64 <0.25 <0.125 4 32 <0.5 >2 048 <2 <2 <4 <0.25
T2164 8 128 <0.25 <0.125 8 128 4 >2 048 <2 8 <4 <0.25
T1171 256 64 <0.25 <0.125 <1 64 <0.5 2 048 <2 8 <4 <0.25
T1201 256 64 <0.25 <0.125 4 64 64 >2 048 256 <2 <4 <0.25
T152 8 128 <0.25 <0.125 2 64 <0.5 1024 <2 32 <4 <0.25
T2196 8 64 <0.25 <0.125 4 64 4 >2 048 <2 4 8 <0.25
T2470 <4 128 <0.25 <0.125 16 256 4 1024 <2 32 <4 <0.25
T22150 8 128 1 2 4 64 8 >2 048 <2 4 8 <0.25
T22106 8 128 2 2 4 128 8 2 048 <2 4 <4 <0.25
T2176 8 16 <0.25 <0.125 <1 16 <0.5 >2 048 <2 8 <4 <0.25
T2169 8 64 <0.25 <0.125 4 64 <0.5 1024 <2 <2 <4 <0.25
J53AZ 2 <0.5 <0.125 <0.062 5 <1 1 0.5 <8 <2 <2 <4 <0.25
TZP: / ;CAZ: ;CHL: ;CRO: ;LVX: ;CIP: ;GEN: ;CTX:
;CSL: / ;AMK: ;FOM: ;IPM:
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Detection plasmid-mediated fosfomycin resistance genes

in clinical isolated shigella
Cheng Yue Mei Qing Liu Yanyan et al
(Dept of Infectious Disease The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To investigate plasmid-mediated fosfomycin resistance genes fosA fosA3 and fosC2 in fosfo—
mycin resistance shigella and analyze its mode of transmission. Methods Antimicrobial susceptibility testing was
performed by agar dilution method. Using polymerase chain reaction(PCR) to detect the plasmid-mediated fosfomy—
cin resistance genes fosA fosA3 and fosC2 in fosfomycin resistance strains. DNA sequencing of gene—positive strains
were analyzed and the conjugation experiment was performed. The minimal inhibitory concentration (MIC) of recip—
ient strains and transconjugants were tested by agar dilution method for fosfomycin and other antimicrobial agents.

Plasmid-mediated fosfomycin resistance genes in transconjugants were determined by PCR enterobacterial intergenic
consensus PCR(ERICPCR) was employed to understand the molecular homology of the fosA3positive isolates. Re—
sults In 263 strains of shigella resistanc to fosfomycin was 25 intermediate resistance to fosfomycin was 7 resist—
ant rate was 9. 5% . PCR results showed that 18 drug—resistant strains fosA3 positive (GenBank accession numbers of
fosA3 is KJ716852) positive rate was 6.8% no fosA and fosC2 gene was detected. The conjugation experiments
were successfully carried out in 13 PCR—positive isolates. The MIC of transconjugants against fosfomycin increased
differently compared to recipient strains. The homology of partly fosA3—positive isolates was comfirmed by ERIC-
PCR. Conclusion The plasmid-mediated fosfomycin resistance gene fosA3 is first detected in clinical isolates of
shigella although the plasmid-mediated fosfomycin resistance genes are lowly prevalent in clinical isolates of shigel—
la but these resistance genes can lead to the characteristic fosfomycin resistence transfer which indicates that more
attention should be paid to this phenomenon.
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