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PCR mix 25 pl 10 pwmol/L 1 ul
1wl 50 ulo
. PCR 194 °C 5 min;
94 C 30s 55C 30 s 72 C 20 s
35 ; 72 C 10 min 4 C
o 1% PCR
PCR o PCR
o HCV-RNA PCR
1.3 SPSS 13.0
X ; ( )
l ’
(%) IL28B
X Hardy-Wein—
berg o
OR 95%CI OR  95%
Ccl o
2
2.1 N N
o 1.
HCV-RNA. . 2,
1
HCY 3 P
(%) 133(73.9) 110(73.3) 0.417 0.663
( xzxs) 43.5+11.8 42.3+12.2-0.037 0.971
(kg/m’ x+s5) 23.4%3.5 23.1£3.2 0.160 0.716
2 HCV-RNA.
(%)
HCV
HCV-RNA IglO(IU/ml) x+s 4.94 £1.70 -
ALT(IU/L) 85.4(68.2)" 31.7(28.5)
AST(IU/L) 62.9(54.5)°  27.6(22.8)
TG (mmol /1) 1.5(0.8) 1.3€0.7)
TC(mmol /1) 4.8(1.1) 4.9(1.2)
2" P<0.05
2.2 HCV
HCV Hardy—
weinberg (P =0.26.0.43)
o 3.

3 Hardy-Weinberg
HCV
X’ P X’ P
rs8099917 1.388 0.239 3.022 0.082
rs12979860 2.897 0.089 0.415 0.520
2.3 PCR PCR 1.0%
150 V.100 mA .30 min PCR
o 1.
bp 8 7 6 5 4 3 2 1 M bp
2 000
500
1 PCR
M:Maker;1 ~4 ;5 ~8:
2.4 rs8099917 . rs12979860
1s8099917  HCV
TG/GG (X’ =
11.627 P=0.001) G
(x* =7.011 P =0.008)
OR  95%CI HCV
TG/GG TT HCV
;0 T G HCV
. 4, 1s12979860CC. CT/TT
HCV (x° =0.043 P=0.835) C
T HCV
(x’ =0.280 P =0.596) . 5.
4 1rs8099917
n
T TG GG T G
HeV 180 136(75.6%) 40(22.2%) 4(2.2%) 86.7%(312/360) 13.3% (48/360)

150 135090.0%)  9(6.0%)  6(4.0%) 93.0%(219/300)  7.0% (21/300)

OR(93% 1) 1.363(1. 107 ~1.591) 0.638(0..512 ~0.905)
5 rs12979860
n
o ar " C T
Hev 180 112(62.2%) S3(29.4%) 15(8.4%) 79.6% (271/360) 23.1% (83/360)

150 95(63.3%) 46(30.7%)  9(6.0%) 78.7% (236/300) 21.3%(64/300)

OR (959%CI) 1146 (0.789 ~1.391) 1.065(0.843 ~ 1.335)

2.5 HCV
rs8099917 .rs12979860
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rs8099917TT
9 7 9 8
z, 6. 1312979860CC
HCV . 7.
6 rs8099917
’V‘n£099217(9G) i e p
TT G GG
6 84.8 14.8 0.4 2.580 0.108
7 86.2 12.3 1.5 3.249 0.071
8 70. 4 28.2 1.4 0.913 0.339
2 58.0 37.0 5.0 7.327 0.007
4 89.6 10.3 0.1 6.945 0.008
75.6 22.2 2.2 - -
7 rs12979860
m80999{7(9h) _ e »
TT TG GG
6 88.7 8.6 2.7 19.705 <0.001
7 82.5 16.3 1.2 10. 108 0.001
8 81.1 14.4 4.5 8.858 0.003
2 60.4 33.5 6.1 0.041 0.840
9 85.2 11.1 3.7 13.580 <0.001
62.2 29.4 8.4 - _
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Genetic polymorphisms of interleukin28B associated

with susceptibility to hepatitis C virus infection
Liu Xiang' *> Zhang Jinying® Zhang Yongping® et al
(' The Affiliated Xinjiang Hospital of Anhui Medical University ~Urumchi 830001 ;
?People s Hospital of Xinjiang Uygur Autonomous Region Urumchi 830001)

Abstract Objective  To study the association between interleukin28B (IL28B) single nucleotide polymorphism
and susceptibility to hepatitis C virus (HCV) infection in Xinjiang Uyghur populition. Methods In this study the
IL28B 1s8099917 and rs12979860 locus were genotyped in 180 patients infected with HCV and 150 healthy con-
trols using the method of direct gene sequencing. To analyze the differences of SNPs genotypes and allele frequen—
cies in two groups SPSS 13.0 was used. Results (1) TT and TG/GG genotype frequencies of rs8099917 differed
significantly between patients with chronic HCV and healthy controls (x> =11.627 P =0.001 OR =1.363 95%
CI:1.107 ~1.591). Patients with HCV infection had a higher G allele frequency than healthy controls (x° =
7.011 P =0.008 OR =0.658 95% CI:0.512 ~0.905). 2 rs12979860 polymorphisms was not significantly asso—
ciated with the susceptibility to HCV infection in Xinjiang Uyghur populition. Conclusion The 11.28B rs8099917
gene polymorphism correlates with susceptibility to HCV infection in Uyghur patient. G allele is associated with a
higher risk of HCV infection.

Key words interleukin28B; hepatitis C; gene polymorphisms; susceptibility



