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( 37 35 & e ( HBeAg)
) DNA. PCR 35 wl PCR HBV 60. 4% o
2 x Taq PCR mix 25 pl 10 pwmol/L
1 pl 1 ul 50 pl. Hardy-Weinberg (P>0.05) .
o 1o
PCR 195 C 5 min; 94 °C 30 s 2.2
56 C 30s 72 C 60 s 35 ; HLA-DP rs9277535  AA
72 C 10 min 4 C o 1% AA (OR =0.52
PCR PCR 95% CI:0.29 ~0.92 P =0.023); G
. PCR HBV (OR =
o ( “HBV-  0.46 95% CI: 0.21 ~0.93 P =0.020) , HLAC
DNA. ) rs3130542 A
. HBV 30. 4%
1.3 SPSS 13.0  SHEsis (13.3%) A HBV
o Hardy-Weinberg (OR=1.48 95%CIl:1.24 ~1.77 P <0.001);
; (OR=2.24 95%CI: 1.52
t Mann-Whitney U~ ~4.26 P <0.001) ., UBE2L3 rs4821116
: HBV (P
X2 Fisher’ s : >0.05) , 2,
2.3 HBV
(odd ratio OR) 95% (95% CI) o \ HBV
SNP HBV 3
SNP .
) (P>0.05) . 3.
2.4 HBV
2.1 HBV HBV 2 HLA
HBV 1s9277535 13130542
HBV ; ( X2 =0.436 P = 2 rs9277535A/
0.756) . (t=1.378 P =0.512) rs3130542G HBV (x°
( body mass index BMI) (¢ =2.654 P =0.227) =6.251 P =0.018) 1s9277535G /rs3130542 A
- HBV HBV (x' =
; 6.677 P=0.012) , 4,
1
HBV HBV P
(n=245) (n=128) (n=117) (n=150) ( HBV )
n( %) 182(74.3) 98(76.6) 84(71.8) 119(79.3) 0.765
( ) 37(25 ~50) 37 (25 ~48) 38 (27 ~50) 35(24 ~46) 0.512
BMI( ke/m’ ) 28.6(21.4 ~34.5) 27.5(21.4~31) 29.7(22.3~34.5) 27.8(22.6~32.8) 0.227
ALT(U/L x +5) - 88.3+78.1 - - -
AST(U/L x +5) - 97 +56. 4 - - -
HBV-DNA( Lg,,IU/ml x +5) - 6.2+2.1 - - -
HBsAg + ( n) 245 128 117 0 -
HBsAD + ( n) 0 0 0 150 -
HBeAg + n( %) 148( 60. 4) 82(64.1) 66( 56. 4) - -
HBcAb + (n) 245 128 117 150 -
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2 n( %)
SNPs HBV OR  (95%CI) % P
159277535 AA 135(58.8) 100( 66.7) 1
AG +GG 110(41.2) 50(33.3) 0.52 (0.29 ~0.92) 5.163 0.023
A 347(70.8) 235(78.3) 1
G 143(29.2) 65(21.7) 0.46 (0.21 ~0.93) 5.421 0.020
153130542 GG 142(58.0) 121(80.7) 1
AG + AA 103(42.0) 29( 19.3) 2.24 (1.52 ~4.26) 21.561 <0.001
G 341( 69. 6) 260( 86.7) 1
A 149( 30. 4) 40(13.3) 1.48 (1.24 ~1.77) 52.741 <0.001
4821116 GG 160( 65) 102( 68) 1
AG + AA 85(35) 48(32) 1.118(0.67 ~1.87) 0.302 0.528
G 395( 80. 6) 244(81.3) 1
A 95(19.4) 56(18.7) 1.16 (0.89 ~1.38) 0.635 0.802
3 HBV 5 HLA (%)
n( %) HLA-DP s9277535( A) HLA-C 1s3130542( G)
] HBV HBV HBV
SNPs X P 50.0 62.3 81.0 87.0
159277535 AA 67(52.3)  68(58.1) 70.8 8.3 9.6 86.7
AG+GG 61(47.7)  49(41.9) 0.824 0.364 4.4 52.5 - -
A 177(69.1)  170(72.6)
G 79(30.9)  64(27.6) 0.728 0.393
153130542 GG 77(60.2)  65(55.6) HBY A
;
AG+AA 51(39.8)  52(44.4) 0.532 0.466 o HLA
G 188(73.3) 156(66.7) HBV
{&‘ 68(26.7)  78(33.3) 2.679 0.102 3130542
154821116 GG 89(69.5)  71(60.7)
AG +AA 39(30.5)  46(39.3) 2.112 0.146 HBV
G 212(82.8) 183(78.2) HBV
A 44(17.2)  51(21.8) 1.660 0.198 (P <0.001)
HBV o
4 r277SIs rs10sa 159277535 153130542
159277535 13130542 % P
A G 0.638 6.251 0.018
G G 0.109 0.021 0.946 rs9277535G /rs3130542A HLA-
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Association of human leukocyte antigen variants with hepatitis B

virus infection in Uygurs population in China
Liu Xiang' > Liu Lan® Zhao Qin® et al
('The Affiliated Xinjiang Hospital of Anhui Medical University *People’ s Hospital

of Xinjiang Uygur Autonomous Region Urumchi

Abstract Objective

clearance in Uygur population of Xinjiang. Methods

830001)

To invest the associations of human leukocyte antigen polymorphism with the HBV viral

245 Uygur HBV carriers( 128 chronic HBV carriers and 117
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inactive carriers) and 150 Uygur controls ( naturally cleared the HBV virus) were recruited. Three single nucleotide
polymorphisms ( SNP) were genotyped. Results (1) The frequency of HLA-DP 1s9277535AA type in HBV carriers
group was significantly lower than controls ( P =0. 023) . The frequency of A allele distribution in controls was sig—
nificantly higher than in carriers ( P =0. 020) . The frequency of HLA-C rs3130542GG type and A allele were dif-
ferent between HBV carriers and controls( P <0. 001) . The frequency of UBE2L3 rs4821116AA type and G allele
were not significantly different between HBV carriers and controls( P > 0. 05) . @ We found that 19277535 and
rs3130542 were in linkage disequilibrium and the rs9277535A /rs3130542G type was a possible protective factor of
HBV while 1s9277535G /rs3130542A type in the subjects was a relative risk. Conclusion HLA-DP rs9277535
HLA-C rs3130542 gene polymorphisms are associated with the outcomes of hepatitis B virus infection in Uygur pop—
ulation of Xinjiang in China. The more frequency of HLA protective alleles the higher rate of HBV natural clear—
ance.
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