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Epidemiology and gene analysis of HIV infections in Guilin

Abstract Objective

who infected by sexually transmission

Kong Yanlin Zhang Shuai Wang Xuewen et al
( Dept of Infectious Diseases The Affiliated Hospital of Guilin Medical College Guilin 541001)

To determine the epidemiological situation of confirmed HIV infections in Guilin after

2008 who were infected by sexually transmission and to understand the distribution of HIV- subtypes. Methods
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To make epidemiological survey on the 100 confirmed HIV infections extract HIV-d RNA from their whole blood
and amplified by RT-PCR. HIV- gag gene was sequenced directly from the PCR product. Results In the chosen
patients male to female ratio was 2. 125 : 1. Patients aged =20 and <49 years old accounted for 54% in total
and patients aged 50 years old or older accounted for 45% . Farmers accounted for 40% and students accounted for
6% . Patients with education level of junior middle school or below accounted for 69% . The proportions which were
transmitted through heterosexual and homosexual contact were 93% and 7% respectively. 61 specimens were gained
in 100 specimens then sequence analysis showed that there were 3 HIV- subtypes CRFO1-AE( 48 samples) B
(5 samples) CRF-O7BC( 8 samples) . Conclusion The more attentions should be paid to the HIV/AIDS antibody
screening in marriage and pregnancy inspection focus on HIV/AIDS infection though sexual transmission in elderly
people and more effective ways to prevent HIV/AIDS infection for the population with poor education level should
be explored. With the change of the main transmission and subtype the more education and behavioral interven—
tions should be done to prevent the spread of HIV/ AIDS.
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