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in vitro. Results Two libraries could meet the requirement for the in vitro molecular evolution. SPA single domain
structure A in 29 30 amino acids site-directed mutation was library ( A1)  structure C in 36 37 site-directed mu—
tation was library ( C1) SPA single domain structure A insert 3 amino acids after 37 random peptide was library
(Ays;) SPA single domain structure C after 20 insert 3 random peptide was library ( C,,,) . The phage display li-
brary which was made up of a random combination of Al and Cl named “A1C1”. And the phage display library
which was made up of a random combination of A;; and C,, named “A;, C,y,”. The capacity of these two libraries
were respectively: 3.0 x10° and 2.0 x 10°. The titers were respectively: 2.3 x 10" and 2.1 x 10" ( TU/ml) .

These two libraries had evolved completely through four or five times of affinity screening. Besides Phage-Flisa
monoclonal obtained a monoclonal with high OD and the testing analytical result was A o0 A( ooy and A7 p0s
A. Conclusion A fixed point mutation molecules A o530 A(pong and insertion mutation molecular A, 45 A are
obtained with the high combining ability. The study shows the relationship of the structure and function of Ig-bind—
ing molecules and lays a foundation for directed improvement of Ig-binding molecules and acquirement of new Ig—
binding molecules with new lg-binding characteristics.
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Expression of EB virus miR-BART4" and miR-BART18-3p in

nasopharyngeal carcinoma and its significance
Li Lu' Wang Jianhong' Huang Hui’ et al
( ' Biochemistry and Molecular Biology Teaching and Research Section of Guilin Medical College Guilin 541004
*Dept of Otorhinolaryngology The Affiliated Hospital of Guilin Medical College Guilin 541001)

Abstract Objective To analyze expression of EB virus ( EBV) miRNAs in nasopharyngeal carcinoma( NPC) tis—
sue explore molecular mechanism of EBV induced NPC and biomarker for prevention and diagnosis of NPC. Meth—
ods 36 cases of nasopharyngeal poorly differentiated squamous cell carcinoma tissues and 32 cases of chronic na—
sopharyngeal mucositis tissues were collected. Expressions of EBV miRNAs ebv-miR-BART4" and ebv-miR-
BART18-3p were tested in these tissues by quantitative real4ime PCR; the expression level of EBV miRNAs was
analyzed in both tissue groups. Results The expressions( Ct) of ebv-miR-BART4" and ebv-miR-BART183p were
(26.97 £2.67) and (27.02 £2.32) in NPC tissue (38.49 +3.05) and (39.39 +2. 16) in nasopharyngeal mu—
cosa inflammation tissue the expressions of two ebv-miRNAs were significantly higher in NPC tissue than that in
nasopharyngeal mucosa inflammation tissue( P <0.01) . Conclusion ~NPC may be induced by EBV through the
high expression of ebv-miR-BART4" and ebv-miR-BART183p. They are potential biological molecular markers for
the diagnosis and treatment of NPC.
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