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reactive oxygen species ( ROS)  mitochondrial ROS were detected by flow cytometry. The activation of Caspase-3
was analyzed by Western blot. In inhibition experiment washed platelets were pre-incubated mitochondrial ROS
targeted antagonists Mito-TEMPO and then stimulated with different concentration AMA. The apoptosis associated
indicators were detected by flow cytometry. Results AMA dose-dependently induces depolarization of A¥m PS
exposure Caspase-3 activation and the production of intracellular ROS and mitochondrial ROS but AMA does not
induce platelet activation. Mito-TEMPO effectively reduces the depolarization of A¥m PS exposure and the pro-
duction of mitochondrial ROS which induced by the AMA. Conclusion AMA can induce platelet apoptosis and
mitochondria ROS may play an important role in the platelets apoptosis induced by the AMA.
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Construction of RunX2 eukaryotic expression vector and
study the proliferations and migrations effective of

RunX2 on breast cancer cells
Zhao Ming Fan Chulin Guo Qiang et al

( Dept of Pathophysiology Anhui Medical University Hefei 230032)

Abstract

vector of human RunX2 in breast cancer cells. Methods

Objective To investigate the biology effect of RunX2 gene after constructing the eukaryotic expression
By the recombinant techniques such as PCR amplifica—
tion digestion ligation the human RunX2 gene was inserted into the eukaryotic expression vector of pcDNA3. 1
and then it was identified by restriction enzyme digestion RT-PCR sequencing. Eukaryotic expression vector of
human RunX2 gene was transiently transfected into MCF- cells. Western blot analysis was applied to detect the
expression of RunX2 protein in breast cancer cells MCF<7; MTT assay and wound healing assay were used to detect
the cells proliferation and invasion of MCF<7. Results Our result showed that the eukaryotic expression vector of
RunX2 was highly expressed RunX2 protein in MCF-7 cells the cell proliferation and migration abilities were en—
hanced in MCF-Z cells with high expression of RunX2 protein. Conclusion RunX2 constructs eukaryotic expres—
sion vector and promotes malignant behavior of breast cancer cells.
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