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coxsackievirus B3 ( CVB,)  while mice in control group were treated with the same amount of virus4ree DMEM cul-

tivate liquid. 10 mice of each group were sacrificed on3 7 14 and 28th day after VMC modeling and their blood
and heart tissues were collected. The serum NT-proBNP levels in two groups of mice were detected by ELISA.
Pathological changes in myocardial tissue were examined with hematoxylin and eosin stain. The relationship be-
tween serum NT-proBNP concentration and cardiac pathology score of VMC group at different time points were ana—
lyzed. Results The serum NT-proBNP levels of VMC group were significantly higher than that of control group( P
<0.05) . There was a significant statistical difference between NT-proBNP levels of VMC group at different time
points( P < 0.05) . The NT-proBNP level was positively correlated with myocardial histopathology scores( r =
0.829 P <0.05). Conclusion Serum NT-proBNP levels may reflect severity of myocardial injury in mice with
VMC. NT-proBNP can be used as one of serum indicators to judge the risk stratification in mice with VMC.
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Genetic research of mouse bone marrow mesenchymal stem cells subsets
SCA4 " / CD45" / CD31" itself anti-apoptotic ability

He Jigang Li Hongrong Gui Longsheng et al
( Dept of Cardiovascular  First Peoples Hospital of Yunnan Province Kunming 650032)

Abstract Objective To investigate the molecular basis of the anti-apoptosis effects of the SCAd ¥/ CD45" /
CD31 " subset of mice bone marrow mesenchymal stem cells ( BMSCs) . Methods After the mice cardiac stem cell
surface differentiation antigen was used to detect the BMSCs four subsets were obtained with CD45 CD31 as the
sorting standard. These four groups were grown in vitro in serum-ree cultures under hypoxia (5%) . The apoptosis
rate of each group was measured by flow cytometry. The cell cultures were injected into mice with 48 h myocardial
infarction to determine the cardiac function after another 48 h. Among the four groups the SCA-d ¥/ CD45"/
CD31 " subset demonstrated the highest anti-apoptotic effect. Color sonography showed that the recovery of cardiac
function in the SCAd ¥/ CD45"/ CD31" subset was relatively better than that in the other groups. An agilent
whole mice genome 4 x 44K chip was used to study the anti-apoptosis effects of the SCA- */ CD45" / CD31 " sub-
set at the molecular level. Results Clustering analysis and network of the apoptosis genes was performed on the
SCA- ¥/ CD45" / CD31" subset against the other subsets. Results of network and Clustering analysis showed the
absence of an intersection between groups. A fourfold difference in the expression of the above mentioned genes
were set as the standard for differential expression based on the network results. NFkB1 RB1 and E2F1 were i-
dentified as the genes of interest. Conclusion BMSCs belong to a polyclonal cell population. The SCAH "/
CD45" / CD31" subset is relatively better than the other subsets in terms of its anti-apoptosis effects and improve—
ment in cardiac function. The molecular mechanism of SCA- ¥/ CD45%/ CD31 " activity may involve NFkB1
RB1 and E2F1 because the expression is more common in the SCA- */ CD45 "/ CD31 " subset than in the other
subsets.
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