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Genetic model analysis of AIM2 single nucleotide

polymorphism in Han Chinese patients with psoriasis vulgaris
Li Ge Tao Lu Xu Yu et al
( Dept of Dermatology The First Affilicated Hospital of Anhui Medical University Hefer 230022)

Abstract  Objective To investigate the association between AIM2 rs2276405 and genetic model of psoriasis.

Methods Recently the team presented a large-scale whole-exome array analysis for psoriasis and discovered that
AIM2 was one of the new genes/loci associated with psoriasis. 16 876 cases and 22 920 controls were analyzed a—
bout the association between AIM2( 1s2276405) and genetic model of in Chinese Han population using PLINK 1. 07
software and SPSS 20. 0. Results The comparison of genotype and allele distributions revealed that A was minor al—
lele G was risk gene risk. In addition the dominant model provided the best fit for AIM2. Combined with con—
trols the frequency of dominant model in patients with PASI<20( OR =0.83 P =1.10 x10~7)  sporadic psoria—
sis(OR =0.82 P =6.85 x10"") was more significantly than in PASI >20( OR =0.91 P =3.62x107") positive
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family history( OR =0.90 P =1.01 x 107") . The frequencies distribution of genotypes and alleles for AIM2

rs2276405 were not significant in skin lesion group severity and family history group and control. Conclusion

AIM2( rs2276405) is significantly associated with susceptibility of psoriasis in Han Chinese population. In all sub-

types of psoriasis the dominant model provides the best fit for AIM2. The data support that AIM2 may be associat—

ed with mild-moderate and sporadic psoriasis and might contribute to the complexity of clinical feature of psoriasis.
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