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Effect of Shp2 gene silencing on the 4-amino2-trifluoromethyl-phenyl

retinate inducing differentiation of K562 cells
Ding Ran Wang Jingjing Ge Jinfang et al
( School of Pharmacy Anhui Medical University Hefei 230032)
Abstract Objective To investigate the effect of protein tyrosine phosphatase Shp2 on 4-amino-2-trifluoromethyl—
phenyl retinate ( ATPR) induced differentiation of K562 cells. Methods K562 cells were cultured and treated
with ATPR at different concentrations. The proliferation of K562 cells was evaluated using CCK-8. The mRNA and
protein expressions of Shp2 were detected by Q-PCR and Western blot . Lipofectamine 2000 transfection reagent was
used to transfect the small interfering RNA ( siRNA) in K562 cells. Using CCK-8 assay to detect the proliferation of
K562 cells. Morphologic changes were observed via Wright-Giemsa staining. Using FCS to observe the expression
of an exclusive cell surface antigen CD235a and the distribution of cell cycle on K562 cells. The mRNA and protein
expressions of retinoic acid receptors ( RARa and RARy) were detected by Q-PCR and Western blot respectively.
Results The best inhibitory effect reached the peak at 72 h. The expressions of Shp2 remarkably decreased. De—
the PTPN-Homo-438 and the concentration ratio of the
siRNA and Lipo was 1 : 0. 05. The gene silencing efficacy was the best. Compared with the ATPR group the pro—
liferation of K562 cells were not inhibited by treatment with ATPR (10 ~> mol/L) . The percentage of cells in GO/
G1 phase was decreased while S-phase cells were increased and the expression level of the maturation specific cell
surface marker CD235a decreased in K562 cells. Q-PCR and Western blot results showed that RARa mRNA and
protein expressions of siRNA + ATPR group were significantly increased than ATPR group. RARy mRNA and pro-

tected through fluorescence microscope and Western blot

tein expressions of siRNA + ATPR group were decreased than ATPR group. Conclusion The effect of ATPR in—
duced differentiation of K562 cells might be involved with the Shp2 gene.
Key words 4-amino-2-trifluoromethyl-phenyl retinate; Shp2; K562 cells; inducing differentiation; retinoic acid

receptor



