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RunX2 expression level and its association

with clinical characteristics in patients with breast cancer
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Abstract Objective To analyze the expression level of RunX2 gene in breast cancer patients and to investigate
its relationship with patients” clinical characteristics and outcomes. Methods Tissue samples were selected from 75
breast cancer patients without radiation and chemotherapy before surgery. Immunohistochemistry was used to com—
pare the expression level of RunX2 between cancer and para—carcinoma tissues. The relationship was analyzed be—
tween RunX2 expression and age pathological type postoperative stage lymph node metastasis tumor size ER
PR HER2 and ki67 expression and the overall survival rate. Results In 75 patients” tumor tissues there were 44
cases with high expression of RunX2 in breast cancer 31 cases with low expression of RunX2. Meanwhile in pa—
tients” adjacent tissues there were only 23 cases of adjacent tissues with high RunX2 expression the rest of 52
were low or negative RunX2 expression. The expression level of RunX2 in cancer tissues and para-carcinoma tis—
sues had significantly difference( P <0.05) . The expression level of RunX2 was not correlated with age the post—
operative stage lymph node metastasis pathologic types PR and HER2 expression. But high RunX2 expression
was significantly associated with ER and ki67 expression. Patients with high RunX2 expression had a poorer surviv—
al rate than those with negative or low expression. Conclusion The elevated RunX2 expression may be related to
breast cancer ER phenotype and clinical outcomes. It provides further evidence that this gene might have an impor—
tant context-dependent role in breast cancer.
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