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growth factor ( bFGF) in promoting bone formation. Methods 28 cases with periodontitis whose loose teeth
couldn’t be retained and then were removed were randomly divided into three groups. The PRF group was filled
with the mixure of deproteinized bovine bone mineral ( Bio-Oss) and PRF in the alveolar fossa. The bFGF group
was used bFGF and Bio-Oss and the control group was only added Bio-Oss. The clinical measurements of changes
in vertical bone resorption in the surgical area average value of bone density bone height of adjacent teeth were
done after six months of operation. The bone specimens were taken out from PRF and bFGF groups to be observed.

And the professional image analysis software IPP6. 0 was used to conduct quantitative analysis of the new bone
quantity. Results The control group was respectively compared with PRF and bFGF group in the amount of verti—
cal bone resorption the average bone density the variation of adjacent alveolar bone height and the percentage of
new bone and they were statistically significant ( P < 0.05); while the PRF group was compared with bFGF
group they were statistically significant in the average bone density ( P <0. 05) and the percentage of new bone( P
<0.05) . However there was no statistical significance in the amount of vertical bone resorption and the variation
of adjacent alveolar bone height. Therefore the ability of PRF group to promote bone formation was higher than that
of bFGF group. Conclusion PRF can more effectively promote the formation of bone tissue which can obtain
more new bone and provide a good environment for implant restoration.
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Screening of radioresistant associated proteins in

nasopharyngeal carcinoma by iTRAQ quantitative proteomics
Gao Jin Qian Liting Tao Zhenchao et al
( Dept of Radiation Oncology The Affiliated Provincial Hospital of Anhui Medical University Hefei 230001)

Abstract Objective To discover the proteins related to nasopharyngeal carcinoma( NPC) radioresistance by
screening differentially expressed proteins in NPC patients with different radiosensitivity. Methods Two groups of
sera were respectively collected from NPC patients with different radiosensitivity ( 20 casesineach group) . Isobaric
tags for relative and absolute quantitation( iTRAQ) —taggingcombined with liquid chromatography tandem mass spec—
trometry( LC-MS/MS) analysis was used to identification of differentially expressed proteins between the two
groups. The identification and quantitation of the proteins were analyzed by Proteome Discoverer 1. 4 software. The
proteins differentially expressed were analyzed by GO( Gene Ontology) terms. Results A total of 65 differentially
expressed proteins were identified of which 34 were up-regulated and 31 were down-—regulated. GO analysis showed
these proteins to be involved in keybiological processes such as biological regulation response to pressure stress and
catabolism. Conclusion Analysis identify the following 4 proteins that may be the candidate biomarkers for predic—
ting radioresistance of NPC: SI00A7 insulindike growth factor-binding protein 2 alpha- -antitrypsin and HSP 70.

Key words nasopharyngeal carcinoma; radioresistance; proteomics



