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Association study of BRAP gene

polymorphism and clinical features of psoriasis vulgaris
Xu Yu Li Feng Wu Longmao et al

( Dept of Dermatology The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract

tients with psoriasis vulgaris in Chinese Han population of the clinical phenotype. Methods

To analyze the relationship between BRAP gene rs3782886 polymorphism and Chinese pa—
A total of 16 876 cases

of psoriasis and 22 920 cases of healthy controls were derived from our previous whole exome array analysis in the

Objective

Chinese Han population using Illumina Human 610 chips. SPSS 20. 0 software was used to analyze the difference
between the genotype and clinical phenotype of patients with different clinical phenotypes between case group and
control group. Results Analysis of the genetic pattern revealed that the most suitable model describing the associa—
tion of BRAP gene 153782886 polymorphism with psoriasis vulgaris was dominant model( P <0. 05) . The results of
stratified analysis showed that BRAP gene rs3782886 polymorphism was related to the type of psoriasis vulgaris( P
<0.05) .

notype in psoriasis vulgaris. Conclusion This study suggests that BRAP gene rs3782886 polymorphism might not

However we failed to observe any significant association of rs3782886 polymorphism with other sub-phe—

only play important roles in the development of psoriasis vulgaris but also contributing to the type of psoriasis vul—
garis.
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