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Association between polymorphism of Hsp90AB1 gene and
susceptibility of systemic lupus erythematosus in Chinese population

Gu Yuanyuan' Zou Yanfeng' Xu Jianhua® et al
( 'Dept of Epidemiology and Biostatistics School of Public Health Anhui Medical University Hefei 230032;
*Dept of Rheumatology and Immunology The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To explore the association between Hsp90AB1 gene polymorphism and systemic lupus ery—
thematosus( SLE) susceptibility in Chinese han population. Methods A case-control study was conducted by 278
SLE patients and 278 normal controls. Hsp90ABI genetic tag SNPs( single nucleotide polymorphisms) in Chinese
population were selected by the HapMap database and Haploview software and the Tag SNPs were genotyped by
Multiplex SNaPshot technology. Statistical analysis was performed with SPSS 10. 01 software. An online software
was used in haplotypes analysis. Results The rs9367190 genotypes( CC CA AA) had significant difference be—
tween SLE group and the control group( P >0.012 5) but the allele( C A) frequency distribution had significant
difference between SLE group and the control group( P <0.012 5); there was significant association between
Hsp90ABI1 gene 1s9367190 polymorphism and SLE under the dominant model analysis( CC vs CA + AA: adjust OR
=0.648 95% CI:0.464 ~0.906 P =0.011) but there was no statistically significant difference of the result in
the recessive model analysis( P >0.012 5) . However the genotypes( GG GA AA) and the allele( G A) frequen—
cy distributions of the rs13296 polymorphism all had no statistically significant difference between SLE group and
the control group( P >0.012 5) . The results of the dominant model analysis and the recessive model analysis had
no significant difference( P >0.012 5) . There was an association between SLE and haplotype A/G( OR =0. 668
95% CI:0.512 ~0.871 P =0.003) . Conclusion Hsp90ABI gene polymorphism ( rs9367190) may be associat—
ed with SLE in Chinese population.
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