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On the correlation between miR192 expression and the efficacy of

platinum-based chemotherapy in patients with advanced gastric carcinoma
Liu Wei Gu Kangsheng Li Min et al
( Dept of Oncology The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To investigate the correlation between miR-492 expression in the tumor tissues and the effi—
cacy of firstdine platinum-based chemotherapy in the patients of advanced gastric carcinoma. Methods The miR-
192 expression was measured by real — time quantitative PCR in the tumor tissues from 41 patients with advanced
gastric carcinoma and in the adjacent non — tumorous normal tissues from 20 patients. All the enrolled patients were
received platinum-based chemotherapy and the chemotherapeutic efficacy was evaluated. miR-492 expression level
in tumorous and non-tumorous component and its correlation with clinicopathological characteristics and platinum—
based chemotherapy efficacy were evaluated. Results The miR-192 expression was higher inside the tumor tissues
than adjacent non — tumorous normal tissues ( Z = —=2.045 P =0.041) and its level in carcinomatous component
was statistically correlated with the presence of liver metastasis ( Z = —2.282 P =0.022) while independent of
age sex ECOG score tumor grade and drinking behavior. Thirty — nine patients were considered evaluable for ef—
ficacy. There were CR in 1 case PR in7 cases SD in 18 cases and PD in 13 cases. ORR was 20. 5% and DCR
was 66. 7% . miR-92 expression level was positively correlated with chemotherapy efficacy (r, = 0.156 P =
0. 035) . Conclusion miR-92 expression in the tumor tissues is correlated with the short-term chemotherapeutic
efficacy of patients with advanced gastric carcinoma treated with platinum-based chemotherapy.
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