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Results The SPRY4T1 expression was obviously up<egulated in 68. 33% of cancer samples ( P =0. 026 3) and
related to bladder cancer histological grade ( P <0.05) and TNM stage ( P <0.001) . The SPRY4TI1 expression
was obviously increased in 5637 ( P =0.002 29) and T24 ( P =0. 000 12) . The expression of SPRY4T1 could be
down-regulated by si-SPRY4dT1 ( P <0.001). Si-SPRY4-Tl could remarkably inhibit the proliferation ( P <
0.001) suppress imigration( P <0.01) and increase apoptosis( P <0.01) . Conclusion SPRY4T1 is up—regu—
lated in bladder cancer tissues and cells. SPRY4dT1 plays an oncogene role in promoting cell growth of bladder
cancer.
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The effect of general transcription factor GTF || F2 expression on the
proliferation and migration of esophageal cancer cells

Chen Dandan Geng Huiwu Pan Linxin et al
( Dept of Biology Anhui Medical University Hefei 230032)

Abstract Objective To investigate the effect of general transcription factor GTF Il F2 expression on the prolifera—
tion and migration of esophageal cancer cells. Methods Synthesized siRNA targeted to GTF I F2 gene or negative
control siRNA and plasmid pcDNA3. 1-GTF Il F2-FLLAG were transfected to esophageal cancer cells respectively by
using Lipofectamine™ 2000. Colony formation assay and wound-healing assay were performed to study the effect of
knockdown and overexpression of GTF II F2 expression on the proliferation and migration of esophageal cancer cells
respectively. Results Knockdown of GTF Il F2 inhibited the proliferation and migration in TE4 ECA-09 cells
but overexpression of GTF I F2 had no significant effect on cell proliferation and migration. Conclusion GTF Il F2
gene plays an important role in the proliferation and migration of TE4 ECA-09 cells. It is useful for further un—
derstanding of the mechanism that GTF Il F2 inhibits the proliferation and migration of TE4 ECA-09 cells.
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