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1 KEGG
P
Antigen processing and 16 0.00 B2M CD74 CTSL HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRB5 HLA-E HLAF HLA-G CIITA
presentation TAP1 TAP2 TAPBP
Viral myocarditis 14 0.00 CAVI CD55 HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRB5S HLA-E HLA-F HLA-G ITGB2
EIF4G3
Rheumatoid arthritis 16 0.00 ANGPT1 CTSL CXCL1 HLA-DPB1 HLA-DRA HLA-DRBS5 IL6 IL11 ILIS IL18 ITGB2 JUN LTB CCL20
TLR2 VEGFA
Phagosome 22 0.00 CD36 CTSL HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRBS HLA-E HLA-F HLA-G ITGAM IT-
GB2 NCF2 OLR1 TAP1 TAP2 TLR2 EEA1 PLA2R1 PIKFYVE TUBBS8
Graft—versus-host disease 10 0.00 HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRB5 HLA-E HLA-F HLA-G IL6
Allograft rejection 9 0.00 HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRBS HLA-E HLA-¥ HLA-G
Type I diabetes mellitus 9 0.00 HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRBS HLA-E HLA-¥ HLA-G
Staphylococcus aureus 10 0.00 CFB C1QB CIS C4B HLA-DPB1 HLA-DRA HLA-DRB5 CFI ITGAM ITGB2
infection
Hematopoietic cell line- 13 0.00 CDIA CD7 CD36 CSF3 CD55 HLA-DRA HLA-DRBS IIAR IL6 IL11 ITGAM KITLG CD24
age
Cell adhesion molecules 17  0.00 ALCAM CNTNI HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRB5 HLA-E HLA¥ HLA-G ITGAM
(CAMs) ITGB2 CLDNI11 SDC4 NFASC JAM2
Complement and coagu— 11 ~ 0.00 A2M CFB C1QB C1S C4B C6 CD55 F3 CFI PLAT THBD
lation cascades
Cytokine-cytokine recep— 27  0.00 AMHR2 BMP7 CCR1 CSF3 EDA CXCL1 CXCIL2 CXCL3 HGF IIAR 1L6 ILI1 ILIS ILISRA TNFRSF9
tor interaction IL18 INHBB LIF LTB KITLG TNFRSF11B CCI20 CXCL11 VEGFA ILI8RI 1120 CXCL16
Autoimmune thyroid dis- 9 0.00 HLA-A HLA-B HLA-C HLA-DPB1 HLA-DRA HLA-DRBS HLA-E HLA¥ HLA-G
ease
Focal adhesion 21 0.00 BIRC3 CAV1 CAV3 COL4A6 COLSA1 HGF TNC JUN LAMA3 LAMA4 MYL5 MYLK PPPIRI2A PPP1CB
VEGFA VTN PIK3R3 ITGA10 ROCK2 AKT3
Amoebiasis 13 0.00 COILAA6 COLSA1 CXCL1 IL6 ITGAM ITGB2 LAMA3 LAMA4 SERPINB2 SERPINB3 SERPINB4 TLR2
PIK3R3
Leishmaniasis 10 0.00 HLA-DPB1 HLA-DRA HLA-DRBS ITGAM ITGB2 JUN NCF2 NFKBIB PTGS2 TLR2
Malaria 8 0.00 CD36 CSF3 HGF IL6 IL18 ITGB2 SDC4 TLR2
KEGG o P <0.05 17 (2.65 +£0.06) (t =24.633.
Z -6.839, -8.534 P<0.05).
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Gene expression profiles in response to ANp63«

overexpression in human cervical cancer cell line SiHa
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Abstract Objective To analyze the gene expression profiles in response to ANp63a overexpression and screen

the potential target genes or signal pathways regulated by ANp63«a.. Methods

SiHa cells (SiHa-ANp63a) and the control cells (SiHa-NC)

Microarray was applied to detect the change of gene expression profiles and the results were analyzed with bioinfor—

To generate ANp63a overexpressed

recombinant lentivirus transfection was performed.

matic software. Quantitative real4ime PCR was used to validate the expression levels of selected genes. Results

Among the 1 405 differentially expressed genes which were statistically significant

> 1. 5 fold increase or reduce of

gene expression 843 were up-regulated and 562 were down-regulated in SiHa cells with ANp63« overexpression.

The genes were mostly involved in cell development cycle regulation

signal transduction communication adhe—
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sion metastasis and invasion etc. The involved signal pathways consisted of antigen processing and presentation

cytokine-cytokine receptor interaction cell adhesion complement and coagulation cascades

and so on. Conclu—

sion The research on the potential target genes or mediated signal pathways regulated by ANp63a could be helpful

to explain the development of cervical cancer.
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