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1
C ) D) Q) (m)
1 LiuZhi( Oxalis corniculata L.) 2011.10.9 2 105°45° 26°30° 1344.0
2 JinSha( Oxalis corniculata 1.") 2011.10.13 2 106°60° 27°43" 843.1
3 QingZhen( Oxalis corniculata 1.) 2011.10.16 3 106°46° 26°56° 1254.8
4 XingYi( Oxalis corniculata L.) 2011.10.22 1 104°88~ 25°08° 1282.8
5 DuYun( Oxalis corniculata 1..") 2011.10.11 2 107°51° 26°25° 780.2
6 LongLi( Oxalis corniculata 1.) 2011.10.11 2 106°97° 26°45° 1081.4
7 AnShun( Oxalis corniculata L.) 2011.10.9 1 105°93° 26°48° 1379.0
8 WuDang( Oxalis corniculata L.) 2011.10.18 3 106°82° 26°64° 984.1
9 KaiLi( Oxalis corniculata 1..") 2011.10.8 2 108°41~ 26°70° 803.2
10 JianHe ( Oxalis corniculata 1..") 2011.10.7 2 108°44~ 26°72° 487.5
11 ZunYi( Oxalis corniculata L.) 2011.10.4 2 106°92° 27°70° 953.5
12 YunNan( Oxalis corniculata L.") 2011.9.25 3 103°32° 24°83° 1773.0
13 GuiYang( Oxalis corniculata L.) 2011.10.18 2 106°82° 26°63" 998.2
14 ChengDU (Oxalis corniculata L.) 2011.10.8 2 103°80° 30°69° 538.0
15 TaiJiang( Oxalis corniculata 1.) 2011.10.7 1 108°44~ 26°73° 654.7
16 YinJiang( Oxalis corniculata L.) 2011.9.29 2 108.49° 27°43° 600.2
17 WangMo( Oxalis corniculata 1.) 2011.10.19 2 104°53- 25°15° 1593.2
18 BeiJin( Oxalis corniculata 1..) 2011.11.9 2 116°47° 40°00° 40.9
19 YunNanH( Oxalis corymbosa DC.") 2011.9.25 2 103°31~ 24°87° 1769.0
20 GuiYangH( Oxalis corymbosa DC.") 2011.10.18 2 106°85° 26°61° 994.5
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ISSR analysis on genetic diversity of Oxalis
Wu Linjing' > Feng Hua’ Du Qiang® et al
(' The High Educational Key Laboratory of Natural Medicinal Pharmacology and Drugability Guizhou
Medical University Guiyang 550025 ;”Guiyang College of Traditional Chinese Medicine Guiyang 550002;
*Zunyi Institute for Drug Control Zunyi 563000 ;* GuiZhou Institute of Aquaculture Science Guiyang —550025)

Abstract Objective To study the genetic diversity of germplasm resources of Oxalis corniculata and to provide
molecular basis for reference of Oxalis corniculata by assessing genetic differentiation and selecting of excellent
germplasm resources. Methods The genetic diversity with 36 samples of 18 populations of Oxalis corniculata and 4
samples of 2 populations of Oxalis corymbosa was analyzed by ISSR molecular marker technique. Results 10 prim—
ers were selected from 59 ISSR primers which amplified 89 DNA bands and 78 bands among them were polymor—
phic which the percentage of polymorphic bands was 87.64% the average DNA bands amplified by each primer
were 8.9 bands. The average number of effective allele was 1. 388 8 of 40 samples the Nei’s gene diversity and
Shannon’s information index were 0. 349 3 and 0. 225 2 by POPGENEL. 32 and NTSYS—pc software. These 40 sam—
ples were clustered into 4 groups at the genetic similarity coefficient 0. 655 8 by UPGMA. Conclusion The genetic
diversity in 40 samples of Oxalis corniculata collected in this paper isrich and there were significant differences in
genetic diversity of ISSR between Oxalis corniculata and Oxalis corymbosa.

Key words Oxalis corniculata L. ;ISSR ; genetic diversity
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12 Pearse R V2nd Drolet D W Kalla K A et al. Reduced fertiliy in bisphenol A and di (2-ethylhexyl) phthalate on gonadal develop-
mice deficient for the POU protein sperm-d ] . Proc Natl Acad ment of male mice J . Environ Sci Pollut Res Int 2011 19(7):

Sci USA 1997 94(14):7555 - 60. 2515 -27.

Effect of DEHP on the expression of JAZF1 mRNA and

TR4 protein in mouse spermatocyte( GC-2spd) cells
Zhao Jing' Guo Xing® Wu Jiazi' et al
(' School of Public Health Medical College Wuhan University of Science and Technology Wuhan 430065 ;
*Women and Children Health Care Center of Luoyang Luoyang 471000)

Abstract Objective To study the effects of di-(2-ethylhexyl) phthalate (DEHP) on the expression of JAZF1
mRNA and TR4 protein in GC2spd cells. Methods GC 2 spd cells were exposed to the DEHP medium with the
final concentrations of 0 50 100 200 wmol/L respectively and then cultured for 24 h. Real+4ime PCR was used to
measure mRNA expression and Western blot was used to dectect protein expression. Results Compared with the
control group the mRNA expression levels of JAZF1 in 50 100 200 pmol/L DEHP groups were increased and the
protein expression of TR4 in 200 wmol/L DEHP group was decreased with statistically significant differences(P <
0.05). Conclusion DEHP has reproductive toxic effects on spermatogenic cells which may regulate the expres—
sion of TR4 by the JAZF1 and thus affect the male reproductive function.

Key words di2-ethylhexyl phthalate ; GC2 spd cells; JAZF1 ;testicular orphan receptor 4



