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The ROC curve of ESR  CRP and tuberculosis modeling infection was analyzed at 56 days after operation. The area

under the curve of ESR was 0.953 CRP was 0. 927

significantly higher than 0.5

calculate the maximum cut

point for the Youden index for the best screening point. The best screening point for ESR was 7.5 mm/h; the best

screening point for CRP was 5 527. 50 wg/L. Conclusion ESR and CRP can reflect the infection and the progres—

sion of tuberculosis in rabbits. The 56th day after modeling can be used as a reliable index for screening rabbits

with spinal tuberculosis.
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RNA cDNA.,
1.2.2 LX=2
RNA cDNA PCR
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(1 :5000) TBST

(100 V 1 h)
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48 h 20 wl
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1.2.6
25 cm’ 5 pg
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15 min(4 C ) 10 pl PI
5 min(4 C )
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Construction of TMEMS88 eukaryotic expression

plasmid and its function research
Ni Shengli' Hu Fuyong' Li Zeng” et al
"Dept of Tumor Radiotherapy The Affiliated Hefei Hospital of Anhui Medical University (The Second
People’ s Hospital of Hefei) Hefei 230011; *School of Pharmacy Anhui Medical University Hefei 230032

Abstract Objective To construct the eukaryotic expression plasmid TMEM88 and study its effects on cell prolif-
eration and apoptosis of liver cancer cells. Methods Extract total RNA of human hepatic stellate cells reverse
transcription into ¢cDNA as templates and obtain amplification TMEM88 CDS sequence by PCR after connect to
pEGFP-C2 carrier by using the double enzyme and then make the conversion plasmid extraction and enzyme i—
dentification finally take positive clones to be sequenced in biological company. pEGFP-C2-TMEMS88 eukaryotic
expression plasmid was transfected respectively to human liver cancer cell line SMMC-7721 then MTT and flow
cytometry methods were used to detect their effects on cell proliferation and apoptosis. Results The sequencing re—
sults showed that pEGFP-C2-TMEMS88 eukaryotic expression plasmid was built successfully. MTT experiment re—
sults showed that the cell proliferation rate of transfection group was(0.625 +0.07) was significantly lower than
that of normal group (0.880 £0.09) (P <0.05); Flow cytometry results showed that cell apoptosis rate of trans—
fection group was 22. 1% significantly higher than that of normal group(9. 1% ). Conclusion TMEMSS8 can sig—
nificantly inhibit the proliferation of human liver cancer cell line SMMC-7721 and promote its apoptosis further
understand the function of TMEM88 and lay a foundation for searching a new direction in the therapy of liver canc—
er.
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