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and WC + BP showed higher diagnostic weighting ( area under the curve or AUC value) than other combinations of

risk factors for MS( P <0. 01) . Conclusion Parents suffering from MS their children suffering from increased risk

of MS the sick father of their children affected more than the sick mother. Individuals with simultaneous abnormal—

ities of any two of WC BP and TG may be considered as high—risk individuals for MS. Accordingly we propose for

the first time a concept of “pre-warning status of MS” which may serve as a strategy to screen high—risk individuals

for MS.
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Expression of FAM96A in human liver cancer tissues and its

correlation with clinicopathological characteristics
Liao Yusheng Zhang Heng Huang Manling et al
( Dept of Gastroenterology The Central Hospital of Wuhan Tong Ji Medical College
Huazhong University of Science and Technology Wuhan 430030)

Abstract Objective

( FAM96A) in 48 cases of liver cancer and explore the relation between FAM96A expression and clinicopathologi—

To investigate the expression difference of family with sequence similarity 96 member A
cal characteristics of liver cancer. Methods Real-time PCR and Western blot were used to examine the expression
and distribution of FAM96A in liver cancer tissues and their adjacent tissues HepG2 cells and 102 cells. Further—
more the correlation between the expression difference of FAM96A and clinicopathological characteristics of liver
FAM96A mRNA levels was significantly decreased in liver tissues than in adjacent

while FAM96A pro—

cancer was analyzed. Results
tissues( ¢t =21.773 P <0.001) and in HepG2 cells and 1.02 cells (z =26. 153 P <0.001)
tein expression levels was lower in liver tissues compared with adjacent tissues( t =15.582 P <0.001) and lower
in HepG2 cells and in 102 cells (¢ =14.478 P <0.001) . Moreover the expression difference was correlated with
tumor size portal vein tumor thrombosis Child-TurcottePugh extrahepatic metastasis Barcelona Clinic Liver

Cancer ( BCLC) classification( P <0. 001)

of the liver and serum AFP of patients. Conclusion The FAM96A protein expression is significantly decreased in

but not with gender age tumor number hepatitis B virus cirrhosis
48 cases of liver cancer tissues than in adjacent normal tissues. In addition FAM96A may be a good biomarker to
evaluate the development invasion and metastasis of liver cancer.
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