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Clinical application of autologous bone combined with

plateletrich fibrin in alveolar cleft
Jiang Sijing Rong Jielin Wang Xinwei et al
( Dept of Plastic and Aesthetic Surgery The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract To evaluate the effect of autologous iliac cancellous bone combined with platelet—rich fibrin in repairing
alveolar cleft. 20 patients with alveolar cleft were filled alveolar fissure with autologous iliac cancellous bone. 10
patients were treated with platelet—rich fibrin combined with autologous iliac cancellous bone ( study group) ; other
10 cases were treated with single autologous iliac cancellous bone ( control group) . Through three-dimensional re—
construction of CT the situation of bone graft area and clinical effect were observed at all time points. In the obser—
vation of the results the 3D reconstruction of the CT graph: at 3 months and 6 months after operation it was ob—
served that the bone reabsorption of the control groups were more obvious than that of the experimental groups. 7
cases and 4 cases with satisfactory results were obtained respectively in test and control group and the difference
was statistically significant( P < 0. 05) . Iliaccancellous bone mixed with plateletrich fibrin has a better clinical
effect on the repair of alveolar cleft than single bone graft.
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Overexpression of STIL in hepatocellular carcinoma

and its prognostic significance
Yuan Yonggang' ® Li Wenjuan® Zhou Hangcheng® et al
(' Dept of Medical Oncology *Dept of Medical Oncology in West District *Dept of Pathology
The Affiliated Provincial Hospital of Anhui Medical University Hefei 230001;>Dept of Medical
Oncology Lujiang County Hospital Hefei 231500)

Abstract Objective To explore the expression levels of STIL in patients with hepatocellular carcinoma ( HCC)

and its prognostic significance. Methods The expression and prognostic value of STIL gene were initially predicted
by Oncomine and TCGA. And then 67 cases of HCC patients tissue samples and matched normal tissues were ret—
rospectively collected and STIL expression level was measured by immunohistochemistry. Kaplan-Meier univariate
and Cox multivariate analyses were used to explore the relationship and prognostic value between STIL expression
and HCC patients. Results The Oncomine database predicted that the mRNA level of STIL gene was significantly
higher in HCC than that of normal tissues( P <0. 05) . TCGA data showed that HCC patients with high mRNA ex—
pression of STIL gene had significantly lower overall survival ( OS) than that of patients with STIL low expression( P
=0.003) . Subsequent immunohistochemical results confirmed the above predictive results and the levels of STIL
protein in HCC were highly expressed ( P =0.001) . HCC patients with high protein expression of STIL had dra—
matically decreased OS than that of patients with STIL protein low expression ( P <0. 001) . Univariate and multiva—
riate survival analyses revealed that STIL high expression could be used as an independent predictor of poor progno—
sis in HCC patients ( all P values <0. 001) . Conclusion STIL gene is highly expressed in HCC and high expres—
sion of STIL may be used as an independent predictor of poor prognosis in HCC patients. STIL gene is expected to
be a new potentially therapeutic target for the treatment of HCC patients.
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