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6 15 RIPA 4 C
. . ( 5.0 mg/kg) .CRAE 30 min 4 °C 13 000 r/min 30 min
0.6 g/’kg CRAE 1.2 g/kg CRAE2.4 ¢g/kg o o BCA
1.4 2 N N Western blot N N
CRAE 0.6 g/kg CRAE 1.2 g/kg CRAE2.4 g/ 4 C TBST
kg 0.1 ml/100 g 2 ho ECL o
o 24 h 1.8 SPSS 15.0
1 0 xES
N N o P <0.05
4 o o
= / o 1 000 2
r/min 20 min -20 C 2.1 CRAE N
-80 C o
1.5 HA.PCHII. LN (P <0.05) ;
MMPY.TIMP4 .Hyp. MDA .SOD.GSH-Px. TNF- \CRAE 1.2 g/kg CRAE 2.4 g/kg
o IL47.IL-6. TGF$1. PAI4
ELISA (P <0.05)
HA.PC-II.LN 2,
MMP9. TIMP4 . Hyp. MDA, SOD. GSH-Px. TNF- 2.2 CRAE
o~ IL47.IL-6 . TGF31.PAIH o HA.PCHII.LN
1.6 Q-PCR PAI4 mRNA HA.PC-II.LN (P
TRIzol RNA. <0.05); .CRAE 1.2 g/
qPCR PAI4 mRNA o kg CRAE 2.4 g/kg
GAPDH o qPCR 1o HA.PC-I.LN
(P <0.05) 2,
1 PCR 2.3 CRAE
(539 MDA.SOD GSH-Px
PAI4 F: TCATCATCAATGACTGGGTGAAGAC MDA
R: TTCCACTGGCCGTTGAAGTAGAG
GAPDH F: TGTTGCCATCAACGACCCCTT SOD  GSH-Px (P <
R: CTCCACGACATACTCAGCA 0.05) ; -CRAE 1.2 g/kg
CRAE 2.4 g/kg MDA
1.7 Western blot P-Smad2. Smad2. P- SOD  GSH-Px
Smad3.Smad3.Smad7 PAI4 (P <0.05) 3.
2 CRAE HA.PCHI.LN (x+s n=15)
CRAE CRAE CRAE R
(0.6 g/kg) (1.2 g/kg) (2.4 g/kg)
(%) 100(15/15)  46.5(7/15)  73.3(11/15)  53.3(8/15)  66.7(10/15)  80( 12/15) -
(9 2.35+0.22  3.05+0.42° 2.58:0.34% 2.97+0.46  2.64:0.37% 2.55+0.35% 11.589
0.54+0.05 0.78+0.08"  0.75+0.08% 0.74+0.07  0.62+0.06" 0.59 +0.06" 27.669
HA( pg/ml) 91.2+15.2 186.2+23.4" 123.5+21.6* 168.4+20.8 143.9+18.6* 136.5+17.3* 32.041
PCI ( ng/ml) 9.2+2.1  17.5x2.2" 12.3 +2.3" 16.8 +2.4 14.5+2.2%  13.6+2.3" 12. 460
LN( ng/ml) 55.2+18.2 106.3+23.6°  65.8+21.6" 97.6+22.4  76.1+20.1" 64.8+19.4" 9. 004
1" P<0.05; :*P<0.05



* 724 -

Acta Universitatis Medicinalis Anhui

2018 May; 53(5)

3 CRAE MDA .SOD.GSH-Px .MMP-9 . TIMP4  Hyp (x+s n=15)
CRAE CRAE CRAE
(0.6 g/kg) (1.2 g/kg) (2.4 g/kg)
MDA( pmol /g) 14.56 £6.32  46.38 £+9.35" 18.83 £7.64* 38.76+8.35 26.49 +8.61* 23.54 +8.27* 25.972
SOD (kU/g) 73.54+7.68 36.19+5.34" 65.42+6.84  42.85+6.27 59.38 +5.87" 63.58 +6.35" 46.033
GSH-Px (kU/g) 45.68 +5.24 15.48 +4.82" 22.18+5.37  18.69+5.12 29.35+4.87" 34.19 +5.28" 53.493
MMP-9 ( ng/ml) 4.23+0.21 2.89£0.24"  3.86+0.32" 2.94%0.34  3.52x0.32% 3.78x0.31" 29.067
TIMP ( ng/ml) 3.52+0.36  7.32+0.48°  4.35+0.38%  7.13+0.42  5.34+0.48% 4.86+0.44%  166.162
Hyp( pg/ml) 0.45+0.15  1.26+0.31"  0.58+0.22*  1.13+0.32  0.82+0.25*% 0.62+£0.21* 15.543
.7 P<0.05; :*P<0.05
4 CRAE TNF-o. IL47.IL-6 . TGF1  PAI4 (x%s n=15)
CRAE CRAE CRAE R
(0.6 g/kg) (1.2 g/kg) (2.4 g/kg)
TNF-o( ng/L) 22.54 +4.35  62.48 +5.82"  29.61 +£5.28*% 57.34 +5.34 45.82 £4.62* 36.82+5.47%*  100.031
IL47( ng/L) 37.9+5.1 110.3 £11.9" 58.2+10.6%  99.7£9.7 78.8 £8.5%  68.3+7.4% 87.644
IL6( ng/L) 35.4+16.1 115.6+25.4" 56.8 £18.3% 106.1+22.8  75.3+21.6"  64.8 +20.3" 32.222
TGF-31( pg/ml) 26.43 £3.64  84.29+7.15"  42.73 £4.83% 76.15x8.34 62.82+5.64" 53.67 +5.28" 94.158
PAIH ( pg/ml) 35.42£5.48 126.84 +10.37" 56.83 +6.42% 112.37+8.69 76.35+8.16* 63.94+7.68%  177.269
1" P<0.05; :*P<0.05
2.4 CRAE P-Smad2 P-Smad3
MMPY.TIMP4  Hyp Smad7 (P<
MMP-9 0.05) . 1.
TIMP4 Hyp (P<0.05); 2.8 CRAE
\CRAE 1.2 g/kg  CRAE PAI4H mRNA
2.4 glkg MMP-9 PAIH
TIMP4  Hyp mRNA (P<0.05);
(P <0.05) 3. CRAE 1.2 g/kg CRAE 2.4 ¢/kg
2.5 CRAE PAIH mRNA
TNF-«.IL47 IL-6 (P<0.05) 2,
TNF«.IL47  1L-6
(P<0.05); 3
\CRAE 1.2 g/kg CRAE 2.4 g/kg TNF-a.
IL47  1IL-6
(P <0.05) 4,
2.6 CRAE o
TGF$1 PAI4 o
TGF1  PAIH TNF-
(P<0.05); N o~IL47.1IL-6 . PDGF.TGF
CRAE 1.2 g/kg CRAE 2.4 g/kg
TGF31  PAI4 o TGF-B1
(P <0.05) 4, o } TGF-1
2.7 CRAE
P-Smad2 . P-Smad3 Smad7
ECM
P-Smad2  P-Smad3 o CRAE 1.2 g/kg
Smad7 (P<0.05); CRAE 2.4 g/kg

CRAE 1.2 g/kg  CRAE 2.4 g/kg

TGF-B1
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Effects and mechanism of CRAE on pulmonary

fibrosis induced by paraquat in rats
Guo Qifen' > Xie Laizhu’ Zhang Hong'
('Dept of Emergency The First Affiliated Hospital of Anhui Medical University Hefei 230022;
*Dept of Critical Care Medicine *Dept of Cardiology Taihe County People’ s Hospital Taihe 236600)

Abstract Objective To evaluate the effects and mechanism of the compound of Radix Paeoniae Rubra and As—
tragalus extract on pulmonary fibrosis induced by paraquat in rats. Methods The model of pulmonary fibrosis in—
duced by paraquat was used to detect the effects of CRAE on lung weight lung organ ratio HA PC-I LN MMP-
9 TIMP4 Hyp MDA SOD GSH-Px TNF-a IL47 IL-6 TGF-1 PAIH in rats serum and tissues. The protein
and mRNA expression of P-Smad2 Smad2 P-Smad3 Smad3 Smad7 and PAIH were detected by Western blot and
Q-PCR was used to evaluate the protective effect of CRAE. Results CRAE( 1.2 g/kg and 2.4 g/kg) significant
decreased lung weight lung organ ratio HA PC- LN TIMP-4 Hyp MDA TNF-« IL47 IL-6 TGF31 PAI4
in rats serum and tissues and increased the content of MMP-9 SOD and GSH-Px in rats tissues. In addition CRAE
(1.2 g/kg and 2.4 g/kg) reduced the protein of P-Smad2 P-Smad3 PAI- expression and increased the expres—
sion of Smad7. Conclusion CRAE could improve the prognosis of pulmonary fibrosis induced by paraquat in rats
and its mechanism may be related to TGF{3/Smad pathway.

Key words compound of Radix Paeoniae Rubra and Astragalus extract; pulmonary fibrosis; paraquat; TGF-8/
Smad pathway; PAI4



