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nents were divided into € 2 &3 and & 4 groups by genotype. The biochemical indexes the incidence of cardiovas—

HDL-C and LDL-C were measured. ApoE gene polymorphism was detected by PCR-RFLP. The compo-
cular complications and the frequency of distribution were compared between the two groups. Results Compared
with the control group the levels of adiponectin  Ser BUN TC TG and LDL-C were increased and the levels of
albumin and HDL-C were decreased in the experimental group. The frequency of & 3/3 genotype and g 3 allele
were decreased significantly while £ 4/3 and & 4 were increased remarkable in the experimental group as compared
with those in the control group. The levels of adiponectin  Ser  BUN and TC in the g 4 group were elevated as well
but the level of of

The logistic regression analysis confirmed that the & 3/3 geno—

as incidences of hypotension hypertension coronary heart disease and chronic heart failure
HDL-C were reduced compared with other groups
type and the g 3 allele were protective factors but the £ 4/3 genotype and the £ 4 allele were risk factors for cardi-
ovascular complications in ESRD with MHD patients. Conclusion This study demonstrates that ApoE gene poly—
morphism affects the occurrence and development of cardiovascular complications in MHD patients of ESRD to a
certain extent and g 4/3 genotype & 4 allele are risk factors for cardiovascular disease of ESRD patients on MHD.
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a prognostic and predictive marker in advanced nonsmall-cell lung

The diagnostic value of serum tumor abnormal protein in lung cancer
Chen Qiuli Wang Lianzi Wu Xian et al
( Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To explore the diagnostic value of serum tumor abnormal protein ( TAP) combined with oth—
er serological biomarkers e. g. carcinoembryonic antigen ( CEA) neuron specific enolase( NSE) cytokeratin fra—
ment19( CYFRA211) in lung cancer. Methods 612 patients 400 patients with lung cancer and 212 patients with
benign lung disease were recruited. The concentrations of CEA NSE and CYFRA 211 in serum of patients were
detected by electrochemiluminescence assay. TAP was detected by agglutination reaction. Results The positive
rate of TAP in the lung malignancy group was significantly higher than that in benign lung diseases group in addit-
on the serum TAP CEA and NSE CYFRA211 levels was considerably higher than those in the benign lung disea—
ses group the difference was statistically significant( P <0. 05) . The sensitivity of TAP in the lung malignancy group
was 83.25% which was higher than other three serological markers. However there was no correlation between
the results of TAP and the stage of lung malignancy and the histology type. The area under ROC curve for TAP in
combination with serum CEA NSE CYFRA 211 was 0. 82( P <0.01) which was significantly higher than the ar-
ea under ROC curve for four-item individual detection. Conclusion TAP is the sensitive marker for lung cancer di-
agnosis and TAP combined with CEA NSE and CYFRA 211 can improve the effectiveness of lung cancer diagno—
sis.
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