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hemorrhage. Methods Using stick wall screening method cultivates and purifies the BMSCs of rats in vitro. Re-
combinant plasmid pEGFP-N1-ApoJ was transferred into BMSCs with lipofectamine. The rat intracerebral hemor—
rhage( ICH) models was established and then ICH rats were randomly divided into ApoJ/BMSCs group BMSCs
group and NS group with 24 rats. The three groups were injected with the same volue of transfected cell suspension
BMSCs suspension and normal saline in 24 hours after modeling by intracranial injection. Each group were divided
intol d 3d 5dand7 d four subgroups according to different refeeding time 6 rats of each subgroups. The ex—
pression of C3 mRNA and protein was observed by RT-PCR and immunohistochemistry. Results  Applying the
bone marrow adherent method separates and develops BMSCs with high activity and purity successfully. BMSCs
with ApoJ gene were able to expression exogenous ApoJ protein. Compared with NS group and BMSCs group the
expression of C3 mRNA and protein in ApoJ/BMSCs group were significantly decreased at same time point ( P <
0.05) and BMSCs group was lower than NS group ( P <0.05) . Conclusion Apo] gene modified BMSCs trans—
plantation can reduce expression of C3 obviously. The findings support a neuroprotective role of ApoJ on ICH by in—
hibition of complement activation.
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Abstract

tate cancer in Anhui population. Methods

Objective To investigate the association of two SNPs 1s10090154 1s16901966 in 8q24 gene with pros—
A case-control study comprising of 90 prostate patients and 139 healthy
controls was conducted in this study. The rs10090154 and rs16901966 polymorphism on 8q24 were determined by
MassARRAY DNA genotyping method and the genotype and allele frequency distribution were analyzed. Their asso—
clinical stages Gleason grades and

ciation with age body mass index ( BMI) systolic blood pressure ( SBP)

prostate-specific antigen ( PSA) values were also determined. Results The genotypes and allelic frequencies of
8q24 rs10090154 and rs16901966 were significantly different between case and control group. In the hierarchical a—
nalysis the analysis demonstrated that variant genotypes CT/TT in rs10090154 were associated with an increased
risk of PCa in subjects age <70 years ( P =0.002 OR =3.814 95% CI: 1. 634 ~8.901) BMI >23 kg/m’( P =
0.001 OR=3.449 95%CI: 1. 629 ~7.303) SBP=140 mmHg( P =0.008 OR =3.148 95% CI: 1. 352 ~7.328)
relative to those with the CC genotype and variant genotypes AG/GG in rs16901966 offered an increased risk of PCa
in subjects age >70 years( P =0.024 OR =2.567 95% CI: 1. 132 ~5.818) BMI >23 kg/m*( P =0.029 OR =
2.030 95%CI: 1.074 ~3.838) relative to those with the AA genotype. In addition no significant associations
were observed in patients with different clinical stages or Gleason grades and PSA values. Conclusion 8q24 SNP
rs1009015 and rs16901966 may be risk factors for prostate cancer in Anhui population.
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