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Effect of targeted siRNA silencing ZFX gene on biological

function of intrahepatic cholangiocarcinoma cells
Zhang Xue Liu Guodong Lin Qun et al
( Dept of General Hepatobiliary and Pancreatic Surgery The First Affiliated Hospital of
Anhui Medical University Hefei 230022)

Abstract Objective To explore the effect of siRNA silencing ZFX gene on proliferation migration and cycle of
intrahepatic cholangiocarcinoma cells ( HCCC-9810) . Methods Lipofectamine 3000 was used to transfect the in—
trahepatic cholangiocarcinoma cell line HCCC-9810 to inhibit the expression of ZFX gene in intrahepatic cholangio—
carcinoma cell lines. The mRNA expression level of ZFX gene was detected by RT-PCR and the protein expression
level of ZFX gene was detected by Western blot. After the down—regulation of ZFX gene the ability of colony for—
mation was detected by the soft lipid agarose formation assay. CCK-8 proliferation assay was used to detect cell pro—
liferation and Transwell was used to detect cell migration and metastasis. Results RT-PCR results showed that
ZFX-siRNA effectively reduced the expression of ZFX mRNA in HCCC-9810 cell line compared to Cell NC-siRNA
group. Clone formation experiments showed that the clonogenic capacity of this cell line was significantly weakened
after ZFX silencing. CCK-8 proliferation assay showed that the experimental group cell proliferation decreased sig—
nificantly. Transwell experiments showed that Cell NC-siRNA group cell migration and metastasis was significantly
higher than ZFX-siRNA cells. Conclusion The siRNA of this experiment successfully reduced the expression of
ZFX gene in intrahepatic cholangiocarcinoma cell line HCCC-9810 and demonstrated that the decreased expression
of ZFX is related to the ability of intrahepatic cholangiocarcinoma cell clone formation proliferation migration and
metastasis. It is speculated that ZFX plays an important role in the occurrence and development of intrahepatic
cholangiocarcinoma and can be used as a new target for this gene therapy.
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