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Effect of curcumin combined with KLF8 gene siRNA on the growth

inhibition of breast cancer cells by regulating of STAT3 signaling pathway
Li Xin Niu Bing Li Qinghui et al
( Dept of Breast Surgery Zhengzhou Peoples Hospital Zhengzhou 450003)
Abstract Objective To investigate the effect of curcumin combined with KLF8 gene siRNA on the growth inhibi—
tion of breast cancer cells by regulating of JAK2 /STAT3 signaling pathway. Methods Human breast cancer MCF-
7 cells were randomly divided into negative control group KLF8-siRNA group curcumin group and KLF8-siRNA
+ curcumin group AG490 as a AK2/STAT3 signaling pathway inhibitor; CCK-8 kit and flow cytometry were used
to detect the cell viability and apoptosis rate after cells were treated for 48 h; JAK2/STAT3 signal pathway of p—
JAK2 and p-STAT3 and its target gene Cyclin Dland Bel2 protein expression were detected by Western blot. Re-
The expression of KLF8 in MCF- cells transfected with KLF8siRNA was significantly decreased. The cell
Bel2  pJAK2 and p-STAT3 in KLF8siRNA group and curcumin

group were significantly lower than negative. In the control group higher than KLF8—siRNA + curcumin group the

sults

viability and protein expression of Cyclin D1

apoptosis rate was significantly higher than that of the negative control group lower than KLF8-siRNA + curcumin
group ( P <0.05) cells co-treated curcumin KLF8-siRNA and JAK2/STAT3 signal inhibitor AG490 displayed
that cell viability was significantly lower than that of curcumin and KLF8-siRNA and the apoptosis rate was in—
Bel2 pJAK2 and p-STAT3 was decreased ( P <0.05) .

Down regulation of KLF8 gene expression and curcumin can reduce the activity and induce apoptosis of breast canc—

creased. The expression of Cyclin D1 Conclusion
er cells by inhibiting of JAK2 /STAT3 signaling pathway. The combination of them has stronger effect on cell viabil—
ity and apoptosis.

Key words KLF8 gene; curcumin; breast cancer; apoptosis; JAK2/STAT3 signaling pathway



