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/ (n/N) (%) / (n/N) (%) / (n/N) (%)
rpoB 35/38 92.1%* 8/17 47.1 43 /55 78.2
katG 28/35 80.0%* 2/8 25.0 30/43 69.8
rpsL 35/39 87.5%* 4/15 28.5 39/54 72.2
pncA 18/25 72.0** 3/23 13.0 21/48 43.8
embB 10/22 45.5%* 1/13 7.7 11/35 31.4
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Correlation analysis between drug-resistant Mycobacterium

tuberculosis and drug-resistant gene mutation
Kong Weiwei' Xing Yingru> Hu Wanfa® et al
(' Dept of Microbiology Anhui Medical University Hefei 230032;
*Affiliated Tumour Hospital of Anhui University of Science and Technology Huainan 232035)

Abstract To understand the drug resistance and gene mutation of Mycobacterium tuberculosis(MTB) in patients
with pulmonary tuberculosis. The resistance of Mycobacterium tuberculosis to Rifampin (RFP) isoniazid (INH)
streptomycin (SM)  pyrazinamide (PZA) and ethambutol (EMB) was detected by Roche susceptibility test in 68
clinical isolates. The polymerase chain reaction single strand conformation multistate analysis (PCR-SSCP) was
used to detect tuberculosis branching. Bacterial rpoB katG rpsl. pncA and embB gene mutations. The mutation
rates of rifampin resistant(rpoB) isoniazid(katG) streptomycin(rpsl) azinamine(pncA) and ethambutol (em—
bB) were 78.2% 69.8% 72.2% 43.8% and 31.4% respectively. The mutation rates of high resistant strains
were 92. 1% 80.0% 87.5% 72.0% and 45.5% respectively. The low resistant plants were 47. 1% 25.0%
28.5% 13.0% and 7. 7% respectively. The mutation of drug—resistant gene of Mycobacterium tuberculosis is close—
ly related to the level of drug resistance. The PCR-SSCP method is rapid sensitive and specific for detecting rpoB
katG rpsL. pncA and embB mutations in Mycobacterium tuberculosis.
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