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Abstract Objective To investigate the differential expression of HK2 in liver cancer tissues and its effects on cell

proliferation

cell cycle and apoptosis of liver cancer cells .

Methods

48 cases of liver cancer tissues and
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corresponding para cancer tissues were collected and the expression of HK2 was detected by immunohistochemis—
try. At the same time Western blot was used to detect the expression of HK2 in human hepatoma cell HepG2 and
in normal liver cell L-02. The relationship between HK2 expression and clinic pathological characteristics of hepa—
tocellular carcinoma was analyzed statistically. Four HK2 shRNA vectors were constructed Western blot was used
to detect the interference efficiency and the best HK2 shRNA was selected for transfecting cell. For blank group
(normal culture non-ransfected plasmid) control shRNA group (transfected control shRNA) HK2 shRNA group
(transfected shRNA_3) HepG2 cells MTT was used to detect cell proliferation activity flow cytometry was used
for cell cycle Annexin VFITC/PI double labeling method was used to detect cell apoptosis. Results The expres—
sion of HK2 increased significantly in HCC tissues and the expression was correlated with tumor diameter TNM
stage and histopathological grade. The decrease of HK2 expressionsignificantly reduced the proliferation activity of
HepG2 cells obviously changed the cell cycle and make cells less stagnant at S stage significantly increased the
apoptosis of HepG2 cells. Conclusion HK2 shows strong anti4umor potential and has a certain clinical signifi—
cance. It provides a new idea and theoretical basis for the clinical diagnosis of liver cancer prognosis judgment and
molecular targeting therapy based on HK2.
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