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1 RNASeq Map
A549C1 45935490 40870511 38578285 83.98 904066 2.34 37674219 97.66
A549C2 43743652 38112695 36108361 82.55 834639 2.31 35273722 97.69
A549C3 44105142 38705931 36645333 83.09 835282 2.28 35810051 97.72
A549T1 47016950 41035367 39292659 83.57 815283 2.07 38477376 97.93
A549T2 46431366 40723736 38881235 83.74 831004 2.14 38050231 97.86
A549T3 42659420 37960881 35900289 84.16 831103 2.32 35069186 97.68
2
A549C A549T P
8.16532277 21.86614018 2.67792723 0.00701715 12 ADGRD1
7.05641016 20. 81298423 2.94951452 0.00494413 9 CD274
11.47226534 24.15464489 2.10548172 0.02587043 1 SLC44A5
6.18588916 15.57544616 2.51789933 0.03011459 8 FOXH1
3.47223683 10. 96472805 3.15782839 0.03148229 3 HESX1
0.69405431 5.18692417 7.47336922 0. 04469026 7 KIAA13241L
5.77959802 17.75587015 3.07216351 0.00924831 3 ACAD11
2.77291630 9.75510906 3.51799621 0. 03290045 7 AQP1
1.33937706 7.53774099 5. 62779606 0. 03504964 5 PCDHA11
4.14719157 13.16131342 3.17354846 0.01959754 X TMSB15B
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8. 92390728 2.29435382 0.25710194 0. 03341327 7 MRPS24
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16. 18114991 6. 89699124 0. 42623616 0. 03534494 6 LRRCT3
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19. 30242908 6. 85445802 0. 35510857 0.00757144 10 KLLN
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The effect of chemokine CCL18 on the transcriptome of NSCLC

Xu Wenjuan Song Xueyan Ding Lu et al
( Dept of Biology Anhui Medical University Hefei 230032)

Abstract Objective To investigate the role of chemokine CCL18 which is high-expressed in lung cancer and
breast cancer in transcription regulation of non-small lung cancer cell A549 and further to analyze the possible
mechanisms of CCL18 in tumorigenesis and development. Methods Wound healing experiment was used to detect
the effect of CCL18 on A549 cell migration. The effect of CCL18 on transcriptome was determined by sequencing a—
nalysis of total RNA of A549 cells. The results were verified by quantitative Real-time PCR/qPCR. Results Che—
mokine CCL18 could promote the changes in the transcription levels of multiple target genes including FOS EGR1

and FOSB. Gene expression analysis of A549 by qPCR was consistent with the sequencing results of transcriptome.

Conclusion CCLI8 is a kind of special chemokine that is highly expressed in lung cancer breast cancer and other
tumor tissues. Overexpression of CCLI8 could change the transcription and protein expression levels of multiple
genes in tumor cells and promote the tumorigenesis and development.
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