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Significance of MGMT methylation and tert mutation

in the progression-free survival of high grade gliomas
Cao Ming Xu Peikun Li Qingxin et al
( Dept of Neurosurgry The First Affliated Hospital of Anhui Medical University Hefei 230022)

Abstract  Objective To determine the significance of O6-methylguaine-DNA methyhransferase ( MGMT) pro-
moter methylation and telomerase reverse transcriptase ( TERT) promoter mutation on patients with progressionfree
survive ( PFS) in high grade glioma tissue. Methods Collecting the MGMT promoter and TERT promoter of pa—
tients with high grade glioma ¥’ test was used to determine whether if there was correlation between MGMT promot—
er /TERT promoter and glioma WHO classification or between MGMT promoter and TERT promoter and Kaplan—
Meier survival curve was used to determine the effects of the MGMT promoter or/and TERT promoter in patients
with progression-{ree survival. Results There was no significant correlation between WHO classification and MG-
MT promoter methylation/ TERT promoter mutation. The PFS of patients with MGMT promoter methylation was lon—
ger than those patients with MGMT promoter unmethylation( P =0.001) and the PFS of patients with TERT pro—
moter mutation was shorter than those patients with TERT promoter wildtype( P =0. 041) . Patients with unmethylat-
ed MGMT-mutated TERT had the worst prognosis. Conclusion The state of MGMT promoter and TERT promoter
can be used as prognostic indicator of high grade glioma and combined detection has more accurate prognostic value
and therapeutic significance.
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